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Fig S1. UPGMA clustering based on Bray Curtis similarity from 16S DGGE and 16S SSCP 

profiles of step-by-step strategy. S0 until S5 indicate the day in steady state of a stage at 

Increased Steps experiment, and I0 indicated the initial anaerobic sludge used as inoculum. 

The alignments of bands were performed using Gel Compar II software and peaks were performed 

using the R software with an internal standard and areas were normalized, the similarities of the 

samples were analyzed by method Bray Curtis Buy with R program. 
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Fig S2. UPGMA clustering based on Bray Curtis similarity from hydA DGGE and hydA SSCP 

profiles of step-by-step strategy. S0 until S5 indicate the day in steady state of a stage at 

Increased Steps experiment, and I0 indicated the initial anaerobic sludge  used as inoculum. The 

alignments of bands were performed using Gel Compar II software and peaks were performed 

using the R software with an internal standard and areas were normalized, the similarities of the 

samples were analyzed by method Bray Curtis Buy with R program.  
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