
P. luminescens

Y. pestis

ybtP ybtAybtQybtX irp2

plu2315 plu2316 plu2317 plu2318 plu2319 plu2320 plu2321

irp1ybtS ybtU ybtT

plu2322 plu2323 plu2324

ybtE fyuA

GC%

- 48

- 43%

IS

Supplementary Figure 4  Genomic structure of the yersiniabactin-like gene cluster in the P. luminescens 

chromosome as compared to Y. pestis. The amino terminal part of Plu2324 is highly similar to YbtE and 

the carboxy terminal part to YbtS. The genes are colour coded to indicate related genes. The GC 

content of the locus is indicated below.


