
 15    ISVYDNRGLTI   

 45    RHQYDVRGHLS   

 98    VALNDIEGRQV  

169    VRHYDTAGVTQ   

225    QSTFDATGALL   

246    RLAYNVAGQLK   

294    EYRYEPETLRL   

322    RYEHDPVGNII   

354    VYTYDSLYQLI   

400    TYDYDRGGNLA   

449    DTLFDAGGHQK   

491    WYRYGNDGMRQ   

571    RYSYDNLIGSS   

669    ITLYDNDGLAP   

 864   GELYDGVMARV   

1055   SLLYDNVVMAV   

1233   RAQYDPILREA   

1500   YYFYDPNVGIF   

1909   GYRYDNKNKVL   

2039   RFDYDFYIFPG   

2227   RAFYDVGKERM   

2260   AYFYDADNAAA  

Position             Sequence 

Consensus: RYxYDxxGRL(T/I)

A

B

Supplementary Figure 1 YD-repeats in Mcf (A), and TccC4

(B) belonging to the Tcc family. Eight and 14 putative YD-repeats 

were identified, respectively. Numbers indicate the position of 

the first residue of the motif.


