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/We investigated

domain containing proteins (CTLDcps)

¥ Genes in the chicken genome encoding c-type lectin-like

¥ Gene validation by tissue expression profiling of identified

We found

¥ 15 novel chicken CTLDcps of which CLEC17AL-A and -B

belong to group Il C-type lectins

¥ An avian specific expansion of group V C-type lectins
¥ Differential tissue expression of identified CTLDcps

~

\_ CTLDcps in respiratory tissue and spleen
/

Why

mammalian orthologues

spleen
-

¥ To find CTLDcps in the chicken genome and potential

¥ Verification of mRNA expression in respiratory tissues and

How

In silico analysis (GRCgéa ):

RT-gPCR:

AN

¥ BLASTp

¥ Synteny analysis

¥ B15 day-old chicks (n=3)
¥ Tissues: NALT  Trachea

¥ Phylogenetic analysis

Lung Spleen
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A) Phylogeny of chicken (blue dotted lines)

and mammalian ( ):

» chHL, chCLECT7AL-A and -Bbelong to
group Il CTLDcps (red)

+ Avian specific expansion of group V

(green) chicken CTLDcps located on

Chr16 and Chrl

Phylogeny and synt
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Hepatic lectin synteny block
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B) Synteny for: C) Phylogeny of group Il CTLDcps:
* chCLECI7AL-Aand -B * Orthologues of chHL present in reptiles and
between birds and alligator amphibians ( ) but not in human
* CLECI7Ainreptiles and * Gene lineages to chCLEC17AL-Aand -Bon
human one side (green), and human CLEC17A (red)
* chHLbetween reptiles and on the other side, evolved separately from a
and frog common ancestral gene

eny analysis of chic

alligator

~—— chick

/— RT-gPCR expression profiling in respiratory tissue and spleen
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