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Cenomic evaluation on the French scale of Holstein bulls from a large Indian NGO

V. Ducrocg’, D. Cruz Hidalge', M. Bourzaha', P.D. Dashpande’, A B. Pande’ and M. Swaminathan®

'GARI INRA, AgroParizTech, Univerzité Paris-Taclay, 78330 Jony-en-Jezas, France, < B4AIF, Central Research Siation,
Urnli Eanciam, Maherashira, India; vincens. ducrocgiiamra, fr

BATF Development Fesearch Foundation (hrip:wrorw padf org.in) is the larpest Indian MG in azriculnore. BATF
nms & very large ball smd, which produced in 2006 125 million doses from Bes faurus bulls (Holstein (HF) and
Jersev), Bor mdicur and crossbred buolls, as wall as buffaloes. BATF also manages a ol darm maclens herd foumded
in the late 1970s from Canadian HF, Dianish Friesian and Jersey heifers. In 2015, a total of 288 animals from BAIF
smd and puclens farm were genotyped with the Dloming Bovine EHI'iﬂEea-ihip‘“'jnﬂlﬂmg 50 HF btulls and
23 HF cows. The cluster option of the B package ‘adegenet’ distribuied the HF baolls into 4 groups according to
their S similantes withowt using amy prior knowledze. Looking at the pedizres of these bulls, the four groups
could be interpreted sccording fo their origin as sons of ‘old’ Dendsh alls (G1), ‘old’ Canadian walls (G2), ‘more
recent’ Canadian snd Indian bualls (G3), ‘recent” (borm in the 19905}, and US snd French bulls (4). Based on these
eenotypes, HF bulls snd cows were genomically evaluated on the Freach scale fior all waits evalusted in France, as
if they were bom in France (recognizing that this scale is not the proper one for selecion in India). Group sverages
showed large differences betwesn groups for production waits, with & sTong increase o milk vield and a soong
decrease I fat % fSom Gl to &4, and limited changes for protein®s. Chite surprisingly, a large improvement in
Funciional Longevity was observed from G o (&4, elated 1o 3 srong improvemsant of overall ndder fype and fest
and legs. Udder health fertility and calving waits (ZEBVs were zlobally positive on the French scale in contrast
with production and fype Taits GEBV:E, which were substantislly lower than the French genetic base {cows bom in
2008-2010). Therefore, ourrent imports of HE balls semen ars likely to strongly improve wdder and feet and lags
traits, but will also lead o a hnge increass in penetic level for production conpared with the former generaton of
BATF bulls. This may be challensing in some arsas with limdted resources.
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