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Introduction Fractionation and LC-MS/MS workflow

Biofilm mode of growth

Listeria monocytogenes is a foodborne pathogen
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fractionation method (Figure 1) cells were washed
twice in Tris-EDTA. Pellet was resuspended in 1 m ‘2 The inosine-5'-monophosphate dehydrogenase guaB was identified with '~ FtsK protein is a cell division protein located at the cell septa and which
TE and bacterial cells were broken using a4 cel h|gher abundance at 37°C. The overexpression of guaB in L. monocytogenes coordinates chromosomal dimer segregation during cell division FESUIting
disrupter by applying 2.5 kBar pressure. Insoluble ., |4 reflect a particular need for purines in surviving cells where DNA is in the separation of the daughter cells. Universal stress proteins (Usp) of
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centrifugation. After trypsin digestion of proteins, :'2 Lmo0135, which was also more abundant at 37°C, has a peptide accumulate in cells during stationary phase and during a variety of stress
peptides  separation and identification  were transporter activity shown to be required for L. monocytogenes virulence conditions (heat shock, ultraviolet light, ethanol stress etc.) causing
performed by shotgun proteomics (LC-QTOF- . -4 resistance. growth arrest in cells. Furthermore, Usp proteins are required for the
MS/MS) and MS data were analysed by Progenesis 2= The ATP-dependent protease hslV is important for managing protein management of DNA damage and are induced by mutations in the FtsK
Ql (Figure 2). levels and directing stress responses and here it was detected in higher protein. In L. monocytogenes, FtsK expression is oB-dependent,
abundance in the 10°C condition. suggesting coordinated expression with Usps to prevent chromosomal
Results ‘2 Glycerol-3-phosphate dehydrogenase glpD is known to be involved in damage during cell separation. In this analysis, from stationary phase, this
, . L i i i i DNA translocase was more abundant at 37°C.
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monocytogenes is virulent, and others at low

More biological replicates and shotgun analyses of intracellular subproteomes will complement these preliminary results so that comparisons of protein
temperature condition, as those prevailing in food

expression throughout several conditions (temperatures, mode / phase of growth) feed databases and help to model regulatory circuitry that drive
workshops.

adaptation of L. monocytogenes to harsh conditions. An ongoing surfaceome study in these different conditions will also contribute for these goal.

SMMAP 2017 P 5 0ctobre 2017

This project has received funding from the European Union's Horizon 2020 research and innovation programme under the Marie Sklodowska-Curie grant agreement n°641984




