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/Fruits are crucial for human nutrition and they have a prominent place in the economic market. To continue to improve fruit quality and yield it is important to
Context of have a better understanding of the mechanisms involved in its development. In our study, ten fleshy fruit species, differing for fruit growth dynamics, ripening
study climacteric status, maturation duration, phloem-transported sugars and starch storage level, were investigated during their development. We focused on
_ primary metabolism which provides energy and biosynthetic precursors to support fruit growth and ripening, and is essential for fruit quality.
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