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Oleosin [9] Nomarski GFP 
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  light + Wide spectral range Oleosins are mainly beta folded when inserted in LDs [13] Spectra were obtained using Suprasil quartz cells of 100 200 and 500 µm path length. Protein concentrations were in the 0.1 to 0.5 g.L -1 range. secondary structure determination were performed using the CDtool software and the ContinLL method on DICHROWEB Hairpin proteins are associated with LDs in cells Lipid core organization?  Small-angle X-ray scattering SAXS (SWING)  Membrane fluidity using fluorescence anisotropy (DISCO)  Protein mapping using Deep UV (DISCO)  3D imaging with UV (DISCO) Perspectives on LD study Hairpin protein?  SRCD on hairpin proteins in LDs (DISCO)  Synchrotron water radiolysis footprinting of accessible aminoacids (METROLOGY)