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PEA GENOMIC TOOLS FOR FUNCTIONAL AND STRUCTURAL APPROACHES

Nadim Tayeh, S. Alves-Carvalho, C. Aluome, S. Carrére, J. Kreplak, A. Klein, M.
Falque, C. Cruaud, P. Salloignon, C. Truntzer, J. Gouzy, P. Wincker, M.C. Le Paslier,
D. Brunel, G. Aubert, J. Burstin *

“ INRA Dijon, France
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Pea (Pisum sativum) presents a wide phenotypic diversity that has been described since the
early days of plant hybridizers in the 19" century, through Mendel’s study of the inheritance
of 7 striking pea traits, up to the quantitative traits useful to nowadays breeders. For a long
time, pea genomics has been behind the genomics of other smaller genome plants and tools
have been missing to systematically investigate the control of these traits. We will describe
the recent development of a whole toolkit for gene discovery in pea and their use in plant

breeding.
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