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Human activity is the main cause of the emission of pollutant s which may accumulate in environmental compartments, then
in livestock tissues and subsequently in the food chain. The se chemicals are particularly monitored in food products an d include brominated flame retardants. Among
brominated flame retardants, hexabromocyclododecane (HB CD) is a chemical of potential concern. HBCD is an emerging to xic micropollutant found in the
environment and in animal tissues. Direct HBCD quantificat ion is extremely difficult because it undergoes a rapid meta bolism in biota. Based on a previous report
showing the relevance of volatile compound metabolic signa ture in chicken liver for back-tracing a dietary exposure to rapidly metabolized xenobiotics 1, the present
study investigates the relevance of this approach to eviden ce a previous HBCD contamination in laying hens.

1 INRA, UR370 QuaPA, MASS Group, Saint-Genès-Champanelle, France; 2Université de Lorraine, INRA, USC340, UR AFPA, Vandoeuvre-lès-Nancy, France; 3

ONIRIS, LABERCA, Nantes, France; 4 ITAVI, Nouzilly, France. * e-mail : erwan.engel@clermont.inra.fr

CONCLUSIONS

CONTEXT and OBJECTIVES

MATERIAL and METHODS

1-Relevance of volatile metabolic signature in liver for back-tracing chicken exposure to different doses of HBCD
RESULTS

BACK-TRACING AN EMERGING ENVIRONMENTAL TOXICANT 

(HEXABROMOCYCLODODECANE, HBCD) IN ANIMAL-DERIVED FOOD CHAIN BASED 

ON FOODOMICS
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After data normalization, volatile compound signature enab led the differentiation of samples
according to HBCD contamination level of animals. For a same contamination level, a discrimination of the samples
according to exposure duration was achieved. To validate th e metabolomic approach and to enable its further use,
new investigations are in progress in order to determine the biochemical origin of these volatile biomarkers.

2-Evolution of both HBCD concentration and volatile metabolic signature in the liver of laying hens during breeding
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