est destinée au dépôt  

ESBL carriage rate was even higher (33%). A difference in the overall pattern of virulence associated genes with respect to their ESBL phenotype could not be observed. Thus, the presence of strains with high numbers (> 20) of genes, resembling a virulence pattern which is also typical for human extraintestinal pathogenic E. coli (ExPEC), was not linked with the ESBL status but rather with the phylogenetic background of a strain. The antimicrobial resistance of 143 stx-and/or eae-positive isolates was investigated by disk diffusion method. These isolates were obtained from the input effluents from the slaughterhouse (55), and the city (41), and from the output treated effluent (47 isolates, among which four stx2-and eae-positive E. coli O157:H7 isolates). Results: Concerning the animal isolates, 71% were resistant, mainly to tetracycline. Concerning the human isolates, 24% were resistant, mainly to ampicillin and tetracycline. However, we have detected an ESBL-producing E. coli in the input effluent from the city. This isolate carried the bla CTX-M-14 and was positive for the eae-β1 gene. Concerning the output effluent, 28% of the isolates were resistant. The four stx2-and eae-positive E. coli O157:H7 isolates were susceptible to all tested antibiotics. Conclusions: Our results suggest that the profile of antimicrobial resistance of stx-and eae-positive E. coli seemed to be different between human and animal origin.

In addition, the isolates showing high virulence for humans were susceptible to all tested antibiotics.
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