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Introduction
Oleosomes store ener Oleosomes Integral proteins Model of Huang, 1996.
Oleaginous seeds store energy Triblock repartition of amino acids. 2
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Model of Frandsen et al., 2001.  caleosin (Clo) and S5 oleosin . N C
Cytosol
As Oleosins are highly hydrophobic proteins, little is known about their structure
Efficiency of surfactants at maintaining Clo and S5 in so lution
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Synchrotron Radiation Circular Dichroism (SRCD) on so lubilized Clo and S5
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In complex with an amphipol,
Clo and S5 contain more f3 and less a

secondary structures features 0
Alpha Beta Turn Unordered than with SDS. Alpha Beta Turn Unordered

What is the secondary structure of oleosins in a natural e nvironment?
Studies of oleosins inserted into whole oleosomes

Artificial oleosomes g IR o0 Vegetalized yeast oleosomes

Reconstituted with 3 components:
e Oleosine / PL / TAG.

Some of our first attemps of SRCD on yeast oleosomes containing
oleosin GFPtag-S3 protein provided a weak protein Hke signal.

Optimized amount of S5 and PL 5 . ——— SDS-PAGE
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e TAG in buffer ' Protein CD signal in Previous CD attempts on oleosomes In the litterature were
20

relative turbidity (T/TO at 600nm)
(%)

artificial oleosomes is  unsuccessfull (Li et al., 2002).
0 \ \ \ \ \ \ \ blurred by light Next approach will consist in improving such a signal and obtaining
° ; Y orimeatersomcaton(y scattering. one with oleosine S3 inserted alone into yeast oleosomes.
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