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350 fluorescent Pseudomonas spp. isolated from:
Type lll secretion systems (T3SS) of Gram negative bacteria mediate (Soil of Chateaurenard, France)

direct cellular interactions with eukaryotes.

3 genotypes of Medicago truncatula Gaertn. cv. Jemalong + Bulk soil
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E = - Mycorrhizal Non mycorrhizal
previously encountered among rhizosphere isolates!?.
J5 TRV48 TRV25

This suggests a possible interaction between these bacteria and i Mye+mod: i i Mye+nod: i i My¢-/nod i
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-Occurrence of fluorescent pseudomonads T3SS+ evaluated by PCR of ArcRST genes.

To evaluate the Impact of arbuscular mycorrhization on the -Diversity of fircRST genes studied by PCR-RFLP, cloning and sequencing.

occurrence and diversity of T3SS+ pseudomonads. -Genotypic background of fluorescent pseudomonads described by whole cell rep-PCR
fingerprinting (BOX-PCR).
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Conclusions

-Fluorescent Pseudomonas spp. harbouring T3SSs appeared preferentially associated with mycorrhizal roots of Medicago truncatula. Further studies
are In progress to evaluate the role of T3SS+ pseudomonads In M. truncatula-mycorrhizal arbuscular fungi (MA) interactions.

-T3SS+ strains displayed specific genotypic backgrounds and were all ascribed to the P fluorescens phylogenetic group on the basis of 16SrRNA gene
identity.

-Incongruencies observed between the ArcRST and the 16SrRNA phylogenies are compatible with previous findings made on pathogenic
pseudomonads and suggesting that HGT (Horizontal Gene Transfer) is a major force in T3SS evolution.
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