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discrete loci and co-dominant alleles, 
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observed mutation rates from 10-3
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Microsatellite loci and primers designed for their amplificationMicrosatellite loci and primers designed for their amplification

No Locus Repeat 
Length

 

(bp)
Primer Sequence

5’

 

–

 

3’
Tm ºC Labelling

1 SPAC 7.14
P. sylvestris

(TG)17(AG)21
209 bp

F:  TTCGTAGGACTAAAAATGTGTG
R: CAAAGTGGATTTTGACCG 55 B, 6 Fam

2 SPAC 11.6
P. sylvestris

(CA)29(TA)7
165 bp

F:  TTACAGCGGTTGGTAAATG
R: CTTCACAGGACTGATGTTCA 55↘50 B, 6 Fam

3
SPAC 12.5
P. sylvestris

(GT)20(GA)10
155 bp

F:  CTTCTTCACTAGTTTCCTTTGG
R: TTGGTTATAGGCATAGATTGC

54 B, Ned

4
Rptest11
P. pinaster

(ATC)7
213 bp

F: AGGATGCCTATGATATGCGC
R: AACCATAACAAAAGCGGTCG 56 B, 6 Fam

5
SsrPtctg4363

P. pinaster
(AT)10
100 bp

F: TAATAATTCAAGCCACCCCG
R: AGCAGGCTAATAACAACACGC

60↘50 Hex

6
SsrPtctg7824

P. pinaster
(AT)12
501 bp

F: TGACCTGTCTTGTGAGACGC
R: TTTTGAAACAGATTGCAGCC

60↘50 Hex

Soranzo

 

et al. 1998
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PCR Amplification Load on HITACHI 
Abi-Prism®

 

3100 
Genetic Analyzer

Text Output

Abi-Prism®
GeneScan®

 

3.7 
software

Electrophoresis

Loci LocationGenotyping

General scheme of microsatellite loci analysisGeneral scheme of microsatellite loci analysis

Visual Inspection Statistical Analysis

S-Plus
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Microsatellite alleles taken from the sequencerMicrosatellite alleles taken from the sequencerMicrosatellite alleles taken from the sequencer
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ResultsResults

Allele frequency distribution:
SPAC 7.14 microsatellite loci (N=1378, 40 alleles)

Allele frequency distribution:
SPAC 7.14 microsatellite loci (N=1378, 40 alleles)

0

0.01

0.02

0.03

0.04

0.05

0.06

0.07

0.08

17
3

17
5

17
7

17
9

18
1

18
3

18
5

18
7

18
9

19
1

19
3

19
5

19
7

19
9

20
1

20
3

20
5

20
7

20
9

21
1

21
3

21
5

21
7

21
9

22
1

22
3

22
5

22
7

22
9

23
0

23
2

23
4

23
6

23
8

24
0

24
2

24
4

24
6

26
0

26
2

Allele size

Fr
eq

ue
nc

y

0

0.01

0.02

0.03

0.04

0.05

0.06

0.07

0.08

17
3

17
5

17
7

17
9

18
1

18
3

18
5

18
7

18
9

19
1

19
3

19
5

19
7

19
9

20
1

20
3

20
5

20
7

20
9

21
1

21
3

21
5

21
7

21
9

22
1

22
3

22
5

22
7

22
9

23
0

23
2

23
4

23
6

23
8

24
0

24
2

24
4

24
6

26
0

26
2

Allele size

Fr
eq

ue
nc

y

Allele frequency > 0.03

(TG)17(AG)21



V
er

si
on

 p
os

tp
rin

t

Comment citer ce document :
Nowakowska, J., Bastien, C., Musch, B. (2004). Genetic variability of polish Scots pine (Pinus

sylvestris L.) provenances assessed with microsatellite markers. In: Analysis of
microsatellite sequences in Scots pine (p. 79-88).  Presented at PROFOREST Workshop WP 5.4 on "New

approaches on forest tree genetics", Sekocin, POL (2004-08-24 - 2004-08-27). Varsovie, POL :
Forest Research Institute.

ResultsResults

MapInfo 
Professional™

 

4.1
MapInfo 
Professional™

 

4.1

Geographical 
distribution 
of the most most 
frequent frequent 
alleles of alleles of 
7.14 locus7.14 locus



V
er

si
on

 p
os

tp
rin

t

Comment citer ce document :
Nowakowska, J., Bastien, C., Musch, B. (2004). Genetic variability of polish Scots pine (Pinus

sylvestris L.) provenances assessed with microsatellite markers. In: Analysis of
microsatellite sequences in Scots pine (p. 79-88).  Presented at PROFOREST Workshop WP 5.4 on "New

approaches on forest tree genetics", Sekocin, POL (2004-08-24 - 2004-08-27). Varsovie, POL :
Forest Research Institute.

ResultsResults

Allele frequency distribution:
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