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that is relevant in many applied problems

Fundamental aspect of genetics

Genome phasing : methods and developments Phase the « full » spectrum of called variants • Real or fake gap in the genome assembly ?

Analysis of barcodes of linked reads

  genome into long (megabases) phase blocks Phase the "full" spectrum of called variants • Identify structural variants and breakpoints Insertions, deletions, duplications, translocations… • Rescue variants in inaccessible parts of the genome Confidently map reads in repetitive regions • Improve genome assembly Improve genome assembly :
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