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  Borde Rouge, Auzeville, CS 52627, 31326 Castanet-Tolosan Cedex• Courriel : celine.carillier@toulouse.inra.fr Aim of genomic selection in French dairy goat With genomic selection:  generation interval  selection intensity, accuracyTo apply genomic selection we need: two steps approach (using DYD): GEBV accuracy of candidates < parent average accuracy (Carillier et al 2013)  Find a more accurate approach Method and models used GEBV were estimated using blup90iod program thanks to I. MisztalSingle step : genomic evaluation based on female performancesModel A: Multi-breed Alpine + Saanen y: female performances β: fixed effect of official evaluation + breed effect u: genomic breeding value (GEBV) p: effect of lactation repetition H: genomic relationship matrix