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Genomic selection with two steps approach (using DYD): GEBV accuracy of candidates < parent average accuracy (Carillier et al 2013)
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Model B: per-breed Alpine or Saanen

Single step : genomic evaluation based on female performances
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y: female performances

B: fixed effect of official evaluation + breed effect
u: genomic breeding value (GEBV)

p: effect of lactation repetition

alp: for Alpine breed
saa: for Saanen breed
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PRl  \alidation correlations similar with all models used - genomic accuracy >> parent average accuracy
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