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Eggplant (Solanummelongena L.) is the second most important solanaceous fruit crop after tomato.
Although there is a high potential of a wider use of natural intra and interspecific genetic and phenotypic
variation, characterization of ex situ germplasm collections of the primary, secondary and tertiary genepools
has been so far limited. In situ collecting is still necessary, in particular for wild relatives. New genomic tools
are useful for targeted conservation and use of genetic resources in eggplant. Screening eggplant
germplasm with new molecular markers has revealed relationships and genetic structure of the crop
germplasm and shed light on the domestication process. Development of eggplant intra- and inter-specific
genetic maps is important for marker assisted selection and for the development of collections of
introgression lines. The upcoming eggplant genome sequence will enhance comparative genomics with
other solanaceous crops and the mining of species-wide genic and allelic diversity for traits of interest.
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