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Improvement of the Grapevine genome assembly

de niveau recherche, publiés ou non, émanant des établissements d'enseignement et de recherche français ou étrangers,

Maps development
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 234 Fig. 2. Percentage of the genome sequence ordered on the chromosome, assigned but with uncertain order or not on a chromosome
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 2 Common locus in the pairs of parental maps

		Map	Gewürtztraminer	Riesling			Syrah		Genache	Chardonnay	Bianca
	nb individuals		120		120				192		192	358	358
	Nb SSR locus		117		128				288		283	450	466
	Nb SNP locus		750		831				152		94	40	59
	Total Nb locus		867		959				440		377	490	525
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Fig. 1. Number of non redundant locus mapped on each grapevine chromosome using the three segregating populations
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 1 Characteristics of the 6 parental maps