Context Maritime pine breeding program

Base population selected in the Southwest of France during the 60's(~700 G0 trees) From this base population, recurrent breeding scheme:

-double-pair matings and forward selection to create the next breeding generation 

Breeding values evaluation

Data base with > 400,000 trees over three generations (G0, G1, G2) connected with a pedigree matrix BLUP evaluation = multi-traits, multi-sites, multi-generations (Treeplan evaluation system) 

Materials and Methods

Results

High accuracy for genomic prediction between and within generations