pro-active position to prepare research supports to develop better adapted, productive and quality trees in diversified forests to resources and exchanges of expertise -To information (genetics -environment) International information systems (WP1, WP4, WP9) Standardisation (WP2) -To biological material (MTA) (ABS) -To diversified forestry research infrastructures (WP5, TNA) -To services from some key-laboratories (molecular, NIRS) or improved methodologies and tools -Better or new ways to generate data -Standardisation of methodologies (WP2) -High-throughput phenotyping methods (WP11) -Molecular markers for Traceability of FRM (WP7) -Better or new tools to explore data -Statistical/genetic analysis tools for genetic experiments (WP6) -Analysis of tree reaction to environment (WP3, WP8, WP11) -Planification of breeding/deployment zones (WP8) -Models to simulate impacts of environmental/human practices changes on forestry resources and services (

  

  

  

Used bioclimatic multivariate and ensemble models Douglas-fir: greater genetic adaptation and plasticity to cope with site types outside its niche Beech: net loss in area excepted in one bioclimatic zone

• Provenance trial design should be more thorough Test all material at all sites: survival, growth, phenology Pool empirical trial data in Europe -hence the need for a European Tree Breeding Centre