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When the Unfolded Protein Response takes over plant cell fate, there is no mercy for pathogens

The endoplasmic reticulum (ER) is a highly dynamic organelle composed of cisternae and tubules that can be organized as an intricate perinuclear network. In eukaryotic systems, it is involved in basal cell metabolism, namely through lipid synthesis, as well as synthesis, post-translational modifications and sorting of most secreted, transmembrane and soluble proteins [START_REF] Liu | Endoplasmic reticulum protein quality control and its relationship to environmental stress responses in plants[END_REF]. Remarkably, the ER also controls animal cell fate in response to both biotic/abiotic stresses. Such a regulation relies on an elegant ER-to-nucleus retrograde signaling pathway, known as unfolded protein response (UPR) and invoking a defined subset of transcription factors (TF) [START_REF] Cacas | Devil inside : does plant programmed cell death involve the endomembrane system ?[END_REF]. While in mammals the UPR is well-documented, in plants investigations have just begun, unravelling conserved, but also divergent molecular mechanisms across kingdoms [START_REF] Cacas | Out for a walk along the secretory pathway during programmed cell death[END_REF]. In this work, the question as to whether the UPR could dictate the outcome of plant-pathogen interactions, including programmed cell death (PCD), has been tackled using two distinct plant models: Arabidopsis thaliana and Nicotiana tabacum. Genetic strategies, corroborated by a pharmacological approach, unveiled that a specific UPR branch, under the control of a bZIP-type of TF, not only initiates PCD associated with resistance to biotrophic pathogens, but also regulates defense mechanisms by an unknown mechanism (Bernard et al., research article under preparation). These data will be discussed in the context of pathogen-induced cell secretory activity.