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BreedWheat project aims to support the competitiveness of the French wheat breeding sector, answering to societal challenges for a sustainable and guality production.
Moreover, the BreedWheat project will characterize yet poorly exploited genetic resources to expand the diversity of the elite germplasm. Finally, new breeding methods
will be developed and evaluated for their socioeconomic impact. In this frame, bioinformatics goals are (i) to establish and maintain a centralized repository of generated
data, (ii) to support user requirements for data query and facilitate large scale statistical analyses through an integrated system.

URGI (Unité de Recherche en Genomique Info) iIs a genomics and bioinformatics research unit at INRA dedicated to plants and crop parasites. It develops and
maintains a genomic and genetic Information System: GnplS (Steinbach et al., Database 2013, doi:10.1093/database/bat058). In collaboration with the Biogemma
biotechnology company, GnplS was updated to manage and integrate genotyping and phenotyping data and new types of data such as GWAS and genomic selection.
BreedWheat data already available in GnplS are BreedWheat germplasm (collection of 5197 accessions), SNP discovery (724020 SNPs from 10 sources), genotyping
(Affymetrix Axiom TaBW420K array) and phenotyping data (48000 plots in 21 locations): http://wheat-urgi.versailles.inra.fr/Projects/BreedWheat.

Association and genomic selection data will be generated and integrated in the coming years.

https://urgi.versailles.inra.fr/siregal/siregal/accessionSimpleForm.do https://urgi.versailles.inra.fr/ephesis/ephesis/viewer.do#showForm

BreedWheat collection contains 5197 accessions
which 5088 are public.

GnplS contains 28 BreedWheat phenotyping trials.
Public phenotyping data are also available from 2000 to 2014.

Level: Trial

Accession: ADAM

(a)

1-10 of 76 P M | Display 10 jresults per page

Ea lotNumber itk trialName trialSite X Y fusarium(fusa) earliness(prec) protein
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Acc L 783 Hendrix fi: faible intrant BETH_Clermont-Ferrand_2010_ Setal Clermont-Ferrand 2 141 9.68
Accession name ADAM Hendrix t; traite BTH_Clermont-Ferrand_2010_ SetAl Clermont-Ferrand 1 141 11.04
ECPGR: GUS 1578 [Englich] FPremio fi: faible intrant BETH_Clermont-Ferrand_2010_ Setal Clermont-Ferrand 3 139 9.56
R GVS 1628 [English ] ) - - T
Fremio t; traite BTH_Clermont-Ferrand_2010_ SetAl Clermont-Ferrand 1 137 10.95
subspecies Trifictim aestivum aestivum Folklor fi: faible intrant BTH_Clermont-Ferrand_2010_SetAl Clermont-Ferrand 3 142 9.12
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EVALUATION DATA HadmoO1221-04 t: traite BTH_Clermont-Ferrand_2010_ SetAl Clermont-Ferrand 1 9.68 96.52
- wirter |1 HadmoO1221-04 t; traite BTH_Clermont-Ferrand_2010_ SetAl Clermont-Ferrand 2 9.88 95.58
Days to heading (in day-degree) 1493 Hendrix fi: faible intrant BETH_Clermont-Ferrand_2010_ Setal Clermont-Ferrand 1 9.9 77.652
Plant height [em) 96 cr Hendrix fi: faible intrant BTH_Clermont-Ferrand_2010_ Set4l Clermont-Ferrand 2 9.46 80.91
Scale of plant height (IPGRI 4.1.2) intermediate to high | moyen & hat Hendrix t: traite BETH_Clermont-Ferrand_2010_ Set4l Clermont-Ferrand 1 11.28 95.2
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Scale of glume colour {IPGRI 4.2.4) white yellow | blane jaune - 2000 2 Hadm01221-04 |fi: faible intrant |BTH_Clermont-Ferrand_2010_SetAl |Clermont-Ferrand | 1 9.16
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Image 1: Card of the accession ADAM
https://urgi.versailles.inra.fr/GnpSNP/snp/createSnpSelect.do

724 020 SNPs discovery from 10 different sources are

https://urgi.versailles.inra.fr/GnpSNP/snp/genotyping/form.do ,
available for BreedWheat partners.

The axiom 420k array is in process of integration
(registered access to BreedWheat partners).

GENOTYPING MATRIX

Polymorphic locus query

QUERY PARAMETERS

By default the query accepts wildcards (% and ) and is case sensitive for the text fields.
1-100 of 118420 See the user guide for more information.
Marker \ ACADEMIE ALBIDUM
Accession ALMA APEX AKADARUMA AMIFORT DE PEKIN 12 APACHE ADULAR ADMONTE
cfn C/C TIT TT T TIT T TT TIT TIT Folymorphic locus name
cfn AIA AJA AIA AA AIA AIA AIA GIG AJA
cfn AIA AIA AIA AIA c/C AIA AIA AIA C/C CALL j
cfn AIA AIA TIT AA AIA TIT AIA AIA T AL
cfn AJA AIA AIA AJA GIG AJA AJA AIA GIG Projects GnpSNP
cfn GIC GIC c/C c/C GIC c/C c/C C/C C/C dbSMNP
cfn AJA AIA AJA AJA AJA AJA AA AA AA Ref Myles_HQ_SMPs_polymLod
5 AA AA AA AA c/c AA AA AA AA SMP discovery for CANDIDATE _GEMES_IN_VITRO_PETRAEA_SNP_ALTITUDINAL_LONGITUDIMNAL
P / / ; / / / ; / / Breedwheat SNP discovery for "Major Genes" experiment
cm T T T T ce T T T cic hromosom Breedwheat SNP discovery for "Digital” experiment
cfn AA AA AA AA G/G AA AA AA AA Breedwheat SNP discovery for "BGA" experiment
cfn AJA AIA AJA Ci/C Cl/C AJA cl/C AIA AIA [|Breedwheat SNF discovery for "BESRC" experiment
cfn ci/C ci/C T T T CiC T T T [Between] : greedwheat EEE S :Dr :f‘;;n.didafes" experiment
cfn clc cic c/c cic crc cic cic clc cic reectwheal S\ discovery for Tmimum experiment
Breedwheat SNP discovery for "IWGSC Genes” experiment
cfn AA AR AA AA AA AA G/G AR AA Genomic location Breedwheat SNP discovery for "IWGSC Intergenic” experiment
cfn T T TIT TIT TIT T TIT T T Sreedwheat SNP discovery for "Biogemma" experiment
cfn C/C C/C C/C C/C AA c/C c/C AA C/C intragenic
cfn T T TIT TIT TIT T TIT T T
cfn AA GIG AIA G/G AA AA AA GIG AA
cfn T olle ciC ciC T T T ci/c ci/c  eacanan aw ]
cfn GIG GIG GIG G/G GIG GIG AIA AIA NA. mrma
cfn T T T T T T T T T upstream
downstream
Number of markers 118420 Pol rphism eff I

nymous__coding

Image 3: Sample of the genotyping matrix.
Markers are blurred for confidentiality purpose.
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Image 4: SNP Discovery form.

This project receives funding from the French Government managed by the Research National Agency (ANR) in the framework of the
Investments for the Future (ANR-10-BTBR-03), France AgriMer and the French Fund to support Plant Breeding (FSOV).
Le projet has been labellised by the GIS Biotechnologies Vertes.
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