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Towards the Identification of Molecular Markers of Pork Quality

Background : Meat Quality -2

• But...

• High variability of MQ • Muscle traits high sensory quality ?

• Q-Porkchains: Identify markers of MQ control tools using a wide approach : omics methods Biochemistry, expression of target genes

Other genes or proteins involved in MQ?

Functional genomics for MQ -Danish commercial pork chain produced for validation, n=100

• 2.3 Validation on the whole data set

Step 1. Database set-up -1

Large White LW conventional Step 1. Relationships gene expression -MQ

• Database : high variability of MQ traits Step 2. Within-chain validation Step 2. Wide validation -1

• Duroc crossbred, CM and F, 110 kg, n=40 13 correlations validated on a different pork chain 10 genes and 5 MQ traits R² up to 20 %, same range as within-chain validation

Step 2. Wide validation -2

• Commercial Danish pork chain -L. Kristensen, DMRI 

  Rearing conditions: feeding, housing,... Slaughter conditions and meat processing • Factors influencing MQ • i.m. fat, glycogen, myofibers, pH decline, proteolysis...

  Database set-up -2 Longissimus muscle, 150 kg, Replicate 1 Meat Quality pH1, pHu, drip loss, colour (L*, a*, b*, C*, h°), IMF, glycolytic potential Shear Force Tenderness, juiciness, flavour Correlations between gene expression and MQ data:

•

  The authors gratefully acknowledge from the European Community financial participation under the Sixth Framework Programme for Research, Technological Development and Demonstration Activities, for the Integrated Project Q-PORKCHAINS FOOD-CT-2007-036245. Q-PORKCHAINS FOOD-CT-2007-036245.

8% chosen for wide validation step 58 correlations validated on 100 LW and B pigs 25 genes and 13 MQ traits

  

	Drip loss	15	25
	Colour: L*	6	25
	a*	4	20
	b*	3	24
	h°5	23
	Glycolytic potential	4	24
	Intramuscular fat	6	26
	Shear force	2	13
	Tenderness 21 genes, R 2 >	1	8
	Juiciness	1	14

• Experimental LW & B, replicates 1 + 2, 100 pigs 58 correlations validated on 100 LW and B pigs : pH, drip loss, colour, GP, IMF, shear force, tenderness, juiciness R² up to 33 %
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Models for 12 MQ traits: 3 to 9 genes, 24 < R² < 56%

Many common genes

• Multiple regressions: 3 pork chains, all correlated genes