• 40 Australian taxa have ranges extending outside the con/nent

• 10 of these with deep COI divergences (2.1 to 8.25% K2P)

• 28S rDNA support in Agrius convolvuli

• Morphological evidence found in 3 cases already

• 1 split challenges a case of proposed synonymy 
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Overall:

• 10% increase in species diversity • 35% increase in number of strict endemics
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CONCLUDING REMARKS

Linnean and Wallacean shortfalls significant even in one of the best documented group of insects

Integrating DNA barcoding is a straightforward way to re-evaluate species boundaries and distribution

ACKNOWLEDGMENTS

• Taxonomists / Collectors: Ron Brechlin, Graeme Cocks, Ted Edwards, Ulf Eitschberger, Yves Estradel, Egbert Friedrich, Marianne Horak, David Lane, John La Salle, Ian McMillan, Tomas Melichar, Andrew Mitchell, Max Moulds, Jim Tuttle, and Thierry Vaglia. • Colleagues at the Canadian Centre for DNA Barcoding. • Funding agencies: NSERC, Genome Canada and the Ontario Genomics Institute