W303-1A KNR4 SLT2 448 HM13 knr4D SLT2 44 JF1366 rlm1D SLT2 434 W303Dslt2 slt2D < 1
Assay of Rlm1 activity : Use of a reporter plasmid containing a lexA-RLM1DN fusion and a lacZ reporter gene with lexA binding sites in the promoter.
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Part 2: Knr4 is involved in Slt2-cell wall integrity pathway
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membrane Knr4 Knr4 Hsp90 Hsp90 (Martin-Yken, Mol Microbiol, 49, 23, 2003;Millson, Eukayot.cell, 4, 849, 2005) 
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• genetic • functional • not temporal • not spatial • not [prot] • no false +/- • physical • not temporal • spatial • not [prot]
• some false +/-

• physical • functional • temporal • spatial • [protein] • lot false +
The 'most probable interaction maps' 

✓Membrane

  single gene, not essential ✓ specific to fungal kingdom ❖ At the gene level ➢ Hypersensitive to cell wall drugs ➢ Hypersensitive to caspofungin and cercosporamide ➢ Stop growth > 38°C as with small buds, osmotically remediable ➢ 50% reduction of cell wall b-1,3 glucans in vegetative cells ➢ Synthetic lethal with pkc1D, slt2D, rlm1D……. ▪ main phenotypes of knr4D mutant ▪ main phenotypes of KNR4 overexpression ➢ supress several cwh mutants ➢ repression CHS1, CHS2, CHS3 is involved in Mpk1-cell wall integrity pathwayRlm1Cell wall remodeling genes G1/S transition, bud emergence is required for the heat shock activation Mpk1/Slt2Part 2: Knr4 is involved in Mpk1-cell wall integrity pathway

  

➢Synthetic interactions with knr4D: 82 Lesage et al., Genetics, 167, 35-49, 2004) Cell wall 33%

Cell Others/Unknown (Ymr262c, Rpc40) (From Uetz et al.,Nature,403, 2000;Ito et al., PNAS, 98, 2001;Dagkessamanskaia et al. FEMS Lett, 2001;Martin-Yken et al., Mol. Microbiol., 2003;Basmaji et al., 2006) Bni1 Mid2

Jnm1

Cla4 Bni4 E,K,R,G,Q,S;I,L,V,W,F,Y ) -relatively unstable protein /high turnover (From A.L.Fink. Natively Unfolded proteins, Curr. Op. Struct.Biol., 15, 35-41, 2005) Hypothesis:

Gvp36

Unfolded /unstructured proteins have lots of partners, are often implicated in regulatory aspect and get their folding upon binding to their partners or substrates Knr4 may be such a protein, since :