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v' Co-cultures influenced lactose and raffinose consumption, especially when the
strains exhibited strong interactions

a CONCLUSION & PERSPECTIVES ™\

The proteolytic activity of LAB can favour the growth of non-proteolytic LAB

All proteolytic activity are not equally stimulating : moderate activities such as for LIa2125 and LlIa244 lead to weak or no interactions

Positive interactions changed carbohydrate consumption and production of volatile compounds

The study of the nitrogen compounds used by the receiver strains will be further investigated to understand how the proteolytic and non-proteolytic strains positively interact /
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