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ABSTRACT Among the animal superfamily Musteloidea, which includes those com-
monly known as mustelids, naturally occurring and species-specific alphacoronavirus
infections have been observed in both mink (Mustela vison/Neovison vison) and
domestic ferrets (Mustela putorius furo). Ferret systemic coronavirus (FRSCV), in par-
ticular, has been associated with a rare but fatal systemic disease. In recent months,
it has become apparent that both minks and ferrets are susceptible to severe acute
respiratory syndrome coronavirus 2 (SARS-CoV-2), a betacoronavirus and the cause
of the coronavirus disease 2019 (COVID-19) pandemic. Several mink farms have
experienced SARS-CoV-2 outbreaks, and experimental models have demonstrated
susceptibility of ferrets to SARS-CoV-2. The potential for pet ferrets to become
infected with SARS-CoV-2, however, remains elusive. During the 2002–2003 SARS
epidemic, it was also apparent that ferrets were susceptible to SARS-CoV and could
be utilized in vaccine development. From a comparative standpoint, understanding
the relationships between different infections and disease pathogenesis in the ani-
mal superfamily Musteloidea may help elucidate viral infection and transmission
mechanisms, as well as treatment and prevention strategies for coronaviruses.

KEYWORDS coronavirus, ferret coronavirus, mink, mustelids,Musteloidea, SARS-CoV-2

The superfamily Musteloidea is comprised of four families: Ailuridae (including red
pandas), Mustelidae (including weasels, otters, and badgers), Procyonidae (including

raccoons), and Mephitidae (including skunks) (1). Across the Mustelidae family, domes-
tic ferrets (Mustela putorius furo) are frequently kept as pets or used in various labora-
tory models of human infectious diseases, including severe acute respiratory syndrome
(SARS), influenza, and respiratory syncytial virus (2–4) and American mink (Mustela
vison/Neovison vison) have been widely raised as fur-bearing animals. Additional spe-
cies, such as the European mink (Mustela lutreola) and black-footed ferret (Mustela nig-
ripes), face population threats in the wild (5, 6). These unique environments carry differ-
ent risks for infectious diseases but can have impacts on zoonotic disease spread,
conservation efforts, laboratory investigations, and economic potential for farm-raised
species. Most recently, it became apparent that ferrets can be experimentally infected
with severe acute respiratory syndrome coronavirus 2 (SARS-CoV-2), as with SARS-CoV
(4, 7–9). Natural infection by SARS-CoV-2, from human to mink, has also been reported
on mink farms (10–12), as well as spill-back to humans (13). In addition to infection
with these human coronaviruses, several species-specific coronaviruses have been
described in Mustelidae, including ferret enteric coronavirus (FRECV), ferret systemic co-
ronavirus (FRSCV), and epizootic catarrhal gastroenteritis in mink (14–16). Less is
known in regard to coronavirus infections in the other Musteloidea families but must
be considered in our understanding of disease transmission.

FRECV, FRSCV, and mink coronaviruses (MCoVs) belong to the alphacoronavirus ge-
nus within the family Coronaviridae (15, 17). SARS-CoV and SARS-CoV-2 belong to the
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betacoronavirus genus, along with the Middle East respiratory syndrome coronavirus
(MERS-CoV) and several other human coronaviruses (18). The Coronaviridae are single-
stranded, positive-sense RNA viruses with relatively large genomes, approximately
32 kb (19). The mutation rate in coronaviruses is relatively high, on the order of 1024

nucleotide substitutions/site/year, despite RdRp proofreading, exoribonuclease activity
of nonstructural protein 14 (nsp 14) (20). Along with the known propensity for recom-
bination, the ability of coronaviruses to undergo mutation has aided in outbreaks of
coronavirus disease in novel hosts (21). Novel and emerging viruses thus may create
significant risks across the environments that Mustelidae species occupy (22). Here, we
review the emergence of coronaviruses in Musteloidea species.

MINK

In 1975, Larsen and Gorham reported on a novel disease causing enteritis, as well
as anorexia and mucoid diarrhea in mink in the United States, especially during the fall
season and in darker colored mink (14), terming this disease epizootic catarrhal gastro-
enteritis. Over a decade later, electron microscopy and transmission experiments impli-
cated a coronavirus as the cause of epizootic catarrhal gastroenteritis (23). Further
serological study of Danish mink showed cross-reactivity with transmissible gastroen-
teritis virus (TGEV) of pigs (24). More recently, phylogenetic analysis of two novel mink
coronaviruses (MCoVs) grouped these isolates within the alphacoronavirus genus, with
similarities to the ferret coronaviruses (17). The inability to isolate either one of the two
MCoVs in cell culture, more recently, may have been due to low sample quality or lack
of viable CoV after sample storage (17). The most recent surveillance for epizootic ca-
tarrhal gastroenteritis in farmed mink (Mustela vison/Neovison vison) in North America
demonstrated that 14 of 339 (4.1%) animals submitted for necropsy were afflicted,
with the disease most common in juvenile mink (25).

Following the SARS outbreak of 2003, interest in mink was sparked when it was
demonstrated that mink lung cells (Mv 1 Lu) were permissive to SARS-CoV infection
(26–28) and express angiotensin-converting enzyme 2 (ACE2), the SARS-CoV and SARS-
CoV-2 receptor (29–31). The coronavirus disease 2019 (COVID-19) pandemic has addi-
tionally drawn attention to coronavirus epidemiology and pathogenesis in mink, with
several fur farms, in the United States, Netherlands, Denmark, and Spain, having associ-
ated SARS-CoV-2 outbreaks, presumably introduced via farm personnel (10, 12, 13).
Respiratory signs, considered severe in some cases, as well as death were observed in
animals across the outbreak locations (11, 12). Interstitial pneumonia was present in
numerous animals that succumbed to viral infection (12).

FERRETS

In 1993, the diarrheal disease epizootic catarrhal enteritis (ECE) was first noted in
domestic ferrets (Mustela putorius furo) in the United States (16). The common clinical
feature associated with ECE is “profuse, bright green diarrhea,” though other common
signs include vomiting, nonspecific lethargy, and inappetence, with disease particularly
affecting older animals compared to younger animals (16). However, the potential for
asymptomatic carriage remains evident (32). In the initial report of ECE, viral isolation
was attempted but was unsuccessful, although electron microscopy identified a coro-
navirus in the feces and jejunum of animals with clinical disease (16). The causative
agent of ECE is ferret enteric coronavirus (FRECV) and molecular characterization
grouped this virus within the genus alphacoronavirus, with similarity to TGEV, feline
coronavirus (FCoV) and canine coronavirus (CCoV) (33). Additional phylogenetic analy-
sis revealed the close relationship between ferret coronaviruses (FRCoV) with mink
coronaviruses (Fig. 1), as previously suggested, based on ORF1ab and full genome phy-
logeny (34, 35). Together, ferret and mink coronaviruses comprise a distinct species,
previously proposed as Alphacoronavirus-2 (Fig. 1), though not currently in use by the
International Committee on Taxonomy of Viruses (ICTV). Instead, mink coronavirus 1 is
currently classified by ICTV as subgenus Minacovirus, along with ferret coronavirus (18)
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FIG 1 Coronaviruses of minks and ferrets. Phylogenetic analysis based on the spike protein sequences of representative alpha-
and betacoronaviruses, including viruses infecting mustelids. A maximum likelihood (ML) phylogenetic tree was generated based on

(Continued on next page)
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(Fig. 1). In two strains reported by Minami et al., phylogenetic analysis has indicated
potential recombination events leading to the emergence of two additional strains,
Saitama-1 and Aichi-1 (35). Lamers and colleagues have similarly shown recombination
events among the S, 3c, and E genes of the FRCoVs through comparison of a strain
identified in the Netherlands, designated FRCoV-NL-2010, to the previously described
FRSCV MSU-1 and FRECV MSU-2 (34). Most recently, our lab has reported on systemic
disease, including bone marrow involvement, in a ferret infected with virus closely
related with FRECV-MSU-2 based on the spike sequence (36).

A second disease-causing coronavirus, ferret systemic coronavirus (FRSCV), was first
described in 2004 in ferrets in Spain (15) and phylogenetically closely related to FRECV
(37). In this initial case series, it became apparent that infection with FRSCV could result
in systemic disease similar to feline infectious peritonitis (FIP), an invariably fatal dis-
ease of cats that occurs in rare cases upon infection with FCoV (15, 38). Bloodwork
results on these ferrets revealed anemia and hypergammaglobulinemia and immuno-
histochemical staining demonstrated viral antigen across numerous tissues: lung, liver,
kidney, spleen, lymph nodes, intestine, heart, and pancreas (15). Variable granuloma-
tous lesions were present on histology (15). Shortly after the initial report of FRSCV,
additional cases have been described, with a wide range of clinical signs, including di-
arrhea, hind limb weakness, inappetence, cluster seizures, and other neurological
abnormalities, icterus, palpation of abdominal masses, organomegaly, coughing, vom-
iting, bruxism, rectal prolapse, panophthalmitis, systolic murmur, and skin erythema
(39–44). Common findings on complete blood count (CBC) panels include anemia,
(neutrophilic) leukocytosis, and thrombocytopenia (39–41, 43, 45–47). Common chem-
istry panel aberrations have included hyperproteinemia, hypoalbuminemia, hypergam-
maglobulinemia, azotemia, increased alanine aminotransferase (ALT), increased serum
lipase, and variable other disturbances (39, 40, 43, 47).

Infections have encompassed numerous scenarios, including both pet ferrets
and laboratory ferrets. In a study of 63 laboratory ferrets, fecal samples from 60
individuals were positive for one or more ferret coronaviruses via reverse tran-
scription-PCR (RT-PCR) in apparently healthy animals (48). Of these samples, 38
fecal samples were positive for FRECV only, 7 were positive for FRSCV only, and 15
fecal samples were positive for both viruses (48). In a separate study of 39 ferrets,
5 of 12 ferrets from a farm in the Netherlands, 4 ferrets from a farm in Sweden, 4
of 12 healthy pet ferrets, and 1 of 3 pet ferrets with diarrhea were positive for
FRCoV RNA, based on RT-PCR (49). Comparatively, in Japanese ferrets presenting
to animal hospitals, over half of presenting ferrets were positive via RT-PCR (44 of
79 in one study and 126 of 201 in another) (35, 50). In the initial 2014 study, 25 of
34 ferrets with diarrhea were shedding FRCoV, while 17 of 33 animals classified as
asymptomatic/nonrelated signs were shedding FRCoV, but genotyping of the
viruses failed to show an association between disease and what were classified as
genotype I samples versus genotype II samples (50). In the 2016 study, samples
from ferrets under 1 year of age were commonly positive (31/38), especially com-
pared to those over 3 years of age (61/110) (35). However, in those ferrets 3 years
of age or older, 77.3% of those with diarrhea were positive for virus compared
with 40.9% of those without diarrhea (35). In regards to sex, 60.7% of males were
positive and 64.9% of females were positive (51). The presence of FRCoV, how-
ever, was associated with diarrheal disease in a study by Minami and colleagues
(35). Minami and colleagues previously established an enzyme-linked immunosor-
bent assay (ELISA) to assess seroprevalence; in the validation of their assay, 31 of
35 ferrets were determined to have antibodies against FRCoV (51). Interestingly,
age was not significantly associated with seroprevalence but followed an almost

FIG 1 Legend (Continued)
selected spike protein sequences. Bootstrap values shown at nodes were calculated from 1,000 replicates. The tree is drawn to scale,
with branch lengths measured in the number of substitutions per site. SARS-CoV-2 strains in red font denote isolates from minks.
Strains of SARS-CoV that were used to experimentally infect ferrets are indicated by an asterisk.
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oscillating pattern: all ferrets under 1 year of age were seropositive, which then
dropped to 67% seroprevalence in 1-year-old ferrets, returned to 100% seropreva-
lence in 3-year-old ferrets, and then again dropped to 88% seroprevalence in
those older than 3 years old (51). Seroprevalence was not associated with sex (51).
However, the sex predilection for developing systemic disease due to FRSCV
remains understudied. For example, in a study of ferrets that developed systemic
disease, 18 of 23 included animals were neutered males, which may represent a
biological difference, similar to COVID-19, or was simply a result of sampling
method or other nonrelevant factors (40).

Like FIP, FRSCV-associated disease can be challenging to diagnose (52). The mono-
clonal antibody FIPV 3-70 is the gold standard FIP diagnosis using immunohistochem-
istry, and it has previously been used in FRSCV diagnostics (15). FIPV 3-70 is targeted to
the conserved nucleocapsid (N), and it had been proposed by the antibody manufac-
turer to recognize SARS-CoV-2 N. As such, there is concern with using this antibody
based on the potential for cross-reaction with SARS-CoV-2 and the inability to distin-
guish between the two viruses, especially if used at low dilutions. Preliminary studies
in our laboratory suggest cross-reactivity across the alpha- and betacoronaviruses is
not a concern at the dilutions typically used in veterinary pathology services. However,
care should clearly be taken in interpreting immunohistochemistry results using this
antibody, and efforts made to improve diagnostics using more specific RNA-based in
situ hybridization techniques. In 2016, Minami and colleagues developed an ELISA test
to assess FRCoV antibody, specifically based on the N gene (51). Dominguez and col-
leagues have previously reported common imaging findings in ferrets with FRSCV (45).

Like other diagnostic options for FRSCV, ultrasonographic and radiographic findings
are often nonspecific and support a diagnosis but do not confirm a diagnosis of FRSCV.
In general, radiographic findings include lumbar musculature losses (8/8), loss of ab-
dominal serosal detail (7/8), decrease in abdominal contrast (3/8), a pendulous abdo-
men (3/8), gastrointestinal dilation (3/8), splenomegaly (4/8), abdominal masses (5/8),
and nephromegaly (2/8) (45). Ultrasonographic findings support the presence of peri-
tonitis in addition to splenomegaly, lymphadenopathy and changes to lymph node
echogenicity, presence of abdominal masses, and variable kidney changes (45).

Postmortem, lesions similar to FIP are described in FRSCV and have been classified
by some authors into four patterns: “granulomas without necrosis (G), granulomas
with necrosis (G-N), granulomas with neutrophils (G-NL), and diffuse granulomatous
inflammation (DG)” (53), similarly described by Martínez et al. (15). As with cats, the dis-
tribution of these lesions can vary across individual animals and organs (15, 53, 54).
However, unlike FIP, or even COVID-19, FRSCV disease appears less likely to result in
the development of vasculitis (53, 55). Despite this, plasma cells have been noted to be
perivascular, and necrotizing vasculitis in a lymph node has been observed, with
inflammation of the “adventitial and medial tunics of small veins and venules” also
described (15, 40, 56). Further investigation into the development, or lack thereof, of
vasculitis and related pathology, following FRSCV may help provide comparative
insight into systemic coronavirus diseases.

To date, no FDA-approved, specific treatment method exists for FRSCV. Described
treatment methods have included steroids, antimicrobials, sucralfate, fluids, and nutri-
tional support but have not resulted in disease resolution (39, 46, 47). Most recently, a
3C-like protease was previously expressed to assess inhibition by several protease
inhibitors (57). In vitro, the effects of protease inhibitors targeting the 3C-like protease
appears to be a viable antiviral drug candidate. Due to the present inability to grow
ferret coronaviruses in culture, further in vitro testing has not been possible (57).
However, preliminary results against SARS-CoV-2 provide analogous results (58).

While further pathogenesis studies are required to understand FRSCV, disease is
undoubtedly multifactorial. In some regions, including North America, it has been
demonstrated that genetic variability is relatively low among ferrets (59). Due to cen-
tralized breeding, pet ferrets and laboratory ferrets are often sourced from the same
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location. This lack of genetic diversity could be a risk factor for future coronavirus out-
breaks among laboratory or pet ferrets, paralleling previous outbreaks of FCoV in cap-
tive cheetahs (60); it has been hypothesized that the low genetic variability among
cheetahs, including major histocompatibility complex (MHC) homogeneity, was a fac-
tor leading to these devastating outbreaks (61, 62).

FERRETS AS MODELS FOR HUMAN CORONAVIRUS

Ferrets have previously been used as a model for other viruses of human conse-
quence, including influenza virus and respiratory syncytial virus (2, 3). In some regards,
ferrets bridge the gap between mouse models and nonhuman primate models, being
naturally susceptible to several coronaviruses yet easier to house and maintain com-
pared to nonhuman primates (Fig. 2). Additionally, as a common household pet, the
potential role of zoonotic transmission between humans and ferrets remains a possibil-
ity. Ferrets are considered susceptible to SARS-CoV and SARS-CoV-2 in laboratory models,
with similarities in the ACE2 receptor across humans and ferrets being previously demon-
strated (4, 7, 63). Ferrets, however, are not a suitable model of MERS-CoV (Fig. 2). The
potential for disease caused by the other human coronaviruses (HCoV-229E, HCoV-NL63,
HCoV-OC43, and HCoV-HKU1), in addition to coinfections in ferrets, remains largely unex-
plored, although one report investigating ferret coronaviruses has noted that HCoV-NL-63
was not amplified in a sample of ferrets in the Netherlands (32).

(i) SARS-CoV. Initial investigation regarding SARS-CoV animal models demon-
strated that ferrets were a suitable host for the virus and could develop clinical signs
(4). In ferrets infected intranasally with the SARS-CoV TOR2 strain (Fig. 1), a common
clinical sign was sneezing and in some animals, diarrhea (64, 65), while ferrets inocu-
lated intratracheally with the HKU 39849 strain of SARS-CoV (Fig. 1), developed leth-
argy at 2 days postinoculation and one ferret, of four, died at day 4 postinoculation
(66). However, discrepancies exist in regard to the development of clinical signs, with
one study noting no obvious signs, despite viral detection, following challenge with
106 PFU of the TOR2 strain (67). Interestingly, in lung tissue from ferrets inoculated
with SARS-CoV TOR2 strain, viral load peaks at approximately day 5 or 6, and although
titers decreased, a very small peak in viral titer was observed at approximately 1month
postinfection (64, 65). On reinfection at approximately 1month after initial infection, vi-
ral titers in lung tissue were raised only minimally above baseline, or in the case of the
nasal turbinates and pharyngeal fluid, frequently remained below baseline (64, 65).
Lung pathology of ferrets infected with SARS-CoV TOR2 has included lymphohistiocytic
bronchointerstitial pneumonia, type II pneumocyte hyperplasia, and cellular infiltrates
(65). Lung consolidation was evident in all of the ferrets inoculated with HKU 39849
strain of SARS-CoV; one ferret also had an enlarged mesenteric lymph node, and
another had a friable liver and mottled spleen, which was similar to the distribution of
histologic lesions (66). Histologically, all of the ferrets inoculated with HKU 39849 strain
of SARS-CoV displayed diffuse alveolar damage, hepatic lipidosis, and mild lymphoid
hyperplasia in the spleen and trachea-bronchial lymph nodes (66). SARS-CoV antigen
was present in type II pneumocytes and less frequently in type I pneumocytes or alveo-
lar macrophages, similarly following the pattern of ACE2 expression, which was most
common in type II pneumocytes and serous epithelial cells of the trachea-bronchial
submucosal glands (66). Outside of the respiratory tract, ACE2 expression has also
been demonstrated by RT-PCR in the heart, kidney, and small intestine of the ferret
(63). Despite this expression, less is known about SARS-CoV pathogenesis in the heart
and kidney. Nonetheless, ferret ACE2 is a suitable receptor for SARS-CoV, with HeLa
cells expressing ferret ACE2 being permissive (63). In regards to common gene expres-
sion patterns on infection, Cameron and colleagues demonstrated expression of inter-
leukin 6 (IL-6) signaling/complement genes and interferon response genes; however,
reinfection resulted in decreased interferon response gene expression (64). CXC che-
mokine ligand 10 (CXCL-10), a chemokine important for Th1 polarization and poten-
tially involved in the development of acute respiratory distress syndrome (ARDS), has
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been shown to be elevated both in SARS patients and ferrets infected with SARS-CoV
(68). Infection of ferrets with SARS-CoV, after giving alpha2b interferon (IFN-a2b), indi-
cated a predominant role of STAT1 in regard to the immune response (69). In STAT1
knockout mice, infection of SARS-CoV results in severe disease (70).

FIG 2 Comparison of mouse, ferret, and nonhuman primates as animal models to study highly pathogenic
human coronaviruses. The comparative analysis is based mostly on studies on SARS-CoV-2 infection;
however, some parameters are applicable to other human coronaviruses such as SARS-CoV and MERS-CoV.
The asterisk denotes that nonhuman primates (NHPs) comprises macaques and African green monkeys.
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Ferrets have additionally been utilized as a model to compare vaccination options,
including whole killed virus (TOR2 strain), adenovirus vaccines expressing the N and S
proteins, and a modified vaccinia Ankara vaccine expressing S or N proteins (67,
71–74). In those administered an adenovirus virus vaccine expressing N and S proteins,
clinical signs developed across the experimental groups, despite vaccination; however
interestingly, eosinophilic infiltration was not observed across infection groups and
may be a limit of the ferret model (73). Similarly, in ferrets administered an adenovirus
vaccine with only S protein, mild lung pathology developed following infection,
although a T cell response was evident (72). In ferrets vaccinated with formalin-inacti-
vated SARS-CoV and then challenged with SARS-CoV Urbani strain, the vaccination was
relatively safe, resulted in quicker clearance of the virus from pharyngeal swabs and a
neutralizing antibody response after challenge (71). In a modified vaccinia Ankara vac-
cine expressing either N or S, vaccination with the S protein followed by viral challenge
resulted in hepatitis, potentially mediated by antibody-dependent enhancement (67,
74). In regards to other immunoprophylaxis options, a human monoclonal antibody
against SARS-CoV demonstrated efficacy in a ferret model (75).

(ii) SARS-CoV-2. The COVID-19 pandemic has necessitated investigation of SARS-
CoV-2 infection in the commonly used ferret model. In initial experimental infections
with the F13-E and CTan-H strains, viral RNA could be found in the nasal turbinates,
nasal washes, soft palate, tonsils, and in rectal swabs, but not in lung tissue, though
pathological changes were evident, including vasculitis and type II pneumocyte hyper-
plasia (76). Clinical signs, namely, fever and loss of appetite were reported but were
not widespread among infected animals (76). Seroconversion was evident in this
model (76). While an additional study demonstrated the development of clinical signs
(fever, lethargy, coughing) (7) in a separate study cohort of only female ferrets, clinical
signs were not apparent (9). Additional sources of virus shedding in saliva and urine
have also been observed, and the presence of virus in the lungs has been confirmed
(7). The potential for direct and indirect transmission after initial ferrets are inoculated
via the intranasal route has been demonstrated (7, 8). By day 2 postinoculation, ferrets
with direct contact to the initially inoculated ferrets were positive for viral RNA in nasal
washes, saliva, urine, and feces and remained positive through day 8, with the excep-
tion of urine that remained positive only through day 4 (7). In the ferrets that had indi-
rect contact, nasal washes were positive for viral RNA from day 4 through 8, and fecal
shedding was noted on days 4 and 6 (7).

Despite experimental models demonstrating the potential for the development of
clinical signs and viral replication, evidence of natural infection in owned ferrets
remains unclear. In a household with 29 ferrets exposed to a known COVID-19 case
and another person with symptoms, viral RNA was not detectable in samples from the
ferrets, while serology did not provide evidence of previous infection (77). Thus, virus
and host genetic barriers may help mitigate naturally occurring infections in pet ferrets
(77). Despite this single study not demonstrating natural transmission of SARS-CoV-2
from owner to pet, further investigation across additional scenarios remains warranted.

Like SARS-CoV, ferrets have been utilized in exploring vaccine efficacy. In a study of
intramuscular and mucosal administered adenovirus type 5-based COVID-19 vaccina-
tion (Ad5-nCoV), S-specific serum IgG antibodies and neutralizing antibodies were
detected in all vaccinated groups but not in the control group; cellular responses were
detected commonly in ferrets in the intramuscular group (5/6) and less commonly in
the mucosal group (3/6) (78). Virus load was reduced in nasal washes of the intramus-
cular group compared to the control group, while no virus was detected in the nasal
washes of the mucosal group (78). Last, ferrets have been utilized to investigate poten-
tial drug therapeutics for SARS-CoV-2. While the administration of the drugs, lopinavir-
ritonavir, hydroxycloroquine sulfate, and emtricitabine-tenofovir showed little impact,
the ferret model may hold the potential for future experimental work (79). For instance,
with vasculitis reported in some ferrets following infection, this model may provide an
accurate representation of therapeutics in human patients (76). Similarly, ferrets may
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be able to recapitulate long-term disease and shed light on the questions that arise in
asymptomatic patients. Further probing of the lack of clinical signs in a cohort of
female ferrets may also help provide insight into the sex disparities in human patients
(9). Last, with obese individuals being considered at higher risk for COVID-19, the use
of a previously described obese ferret model used in influenza research may provide
additional insight (80, 81).

(iii) MERS-CoV. In 2012, Middle East respiratory coronavirus emerged as a human
pathogen (82, 83). In human infection, Middle East respiratory virus (MERS-CoV) uses
the host cell receptor dipeptidyl peptidase 4 (DPP4), of which ferret DPP4 is not condu-
cive as a MERS-CoV receptor (84, 85). In addition to being highly divergent compared
to human DPP4, glycosylation is different across the two proteins (85, 86). Ferrets have
been unsuccessfully investigated as a model for MERS-CoV infection, demonstrating
no seroconversion or viral shedding in respiratory swabs following intranasal or intra-
tracheal inoculation (85), even though immunohistochemistry demonstrated DPP4
expression in lung and kidney tissues (87). In the lung, the highest expression of DPP4
included bronchiolar smooth muscle and axonal cells, while no expression was
observed in alveolar macrophages, alveolar interstitium, and mesothelium (87). In the
kidney, the highest expression of DPP4 occurred in cortical apicular proximal tubular
epithelium and axonal cells, while no expression was observed in endothelial cells (87).
Though a primary ferret kidney cell line has been previously developed and demon-
strated to express DPP4, viral replication has not been observed (87). However, the
expression of human DPP4 in primary ferret kidney cells can lead to viral replication
(87). Expression of ferret DPP4 on HEK293T cells subsequently infected with recombi-
nant MERS-CoV that expresses tomato red fluorescent protein instead of the ORF5 pro-
tein (rMERS-CoV-RFP) did not significantly alter cell infectivity compared to those not
expressing ferret DPP4, though the amino acid sequence identity to human DPP4 is
nearly 88% (88). Likewise, the expression of fDPP4 in MDCK cells did not allow for
rMERS-CoV infection (85).

CORONAVIRUSES AND OTHER MEMBERS OF THE MUSTELOIDEA SUPERFAMILY

Considering the zoonotic nature of coronaviruses, it is important to contextualize
the risk across related Musteloidea species, especially given the numerous habitats
these species may be found in, including aquatic environments. In 1976, cases of possi-
ble FIP-like disease were reported in two captive short-clawed otters (Aonyx cinereus)
approximately 7 months after acquisition (89). The first animal succumbed to sudden
death and on necropsy appeared anemic and icteric and had large amount of abdomi-
nal fluid present (89). The second animal demonstrated neurological signs in addition
to the presence of abdominal fluid (89). Across the two cases, pathology was
noted in the liver, kidneys, lungs, and mesenteric lymph nodes (89). Viral isolation
was attempted but was not successful; however, intraperitoneal inoculation of ab-
dominal fluid from the second case into a domestic cat resulted in fever, weight
loss, abortion, and hepatitis (89). While it is not surprising that virus could not be
isolated, giving the difficulties to date of doing so, it remains unknown whether
this was definitively a manifestation of a coronavirus infection, and additionally, it
was not apparent how these animals may have become infected. Shortly after
these cases, in 1979, Horzinek and Osterhaus, were unable to find coronavirus
antibody in a single tayra (Eira barbara) (90). Further studies have investigated co-
ronavirus exposure or carriage across numerous species of the Mustelidae family
(Table 1). In addition to these studies to investigate natural coronavirus exposures
in wild mustelids, continued surveillance is optimal, including across other geo-
graphic regions. For example, a novel coronavirus has previously been detected
in a Chinese ferret badger (Melogale moschata) in southern China (91).

The endangered red panda is the extant species of the family Ailuridae of the
Musteloidea superfamily (92). Among captive red pandas, antibodies against canine co-
ronavirus are relatively rare, including in those that have been vaccinated (93, 94). The
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lack of CCoV antibodies may provide evidence of limited exposure to the virus; how-
ever, it additionally raises questions in regard to apparent vaccine failures and future
protection. Interestingly, in an available abstract from Qin and colleagues, it appears
that CCoV antigen has been detected in fecal samples from red pandas (95).

The Procyonidae family includes the North American raccoon (Procyon lotor), coati-
mundis (Nasua sp.), kinkajous (Potos flavus), and other species (96). In regards to these
species and coronaviruses, the literature to date has focused on the raccoon. The first
case report of a coronavirus causing disease was of a juvenile moribund raccoon in
Colorado (USA), which was also found to be shedding cryptosporidia and parvovirus
(97). In addition to upper respiratory signs and diarrhea, necropsy revealed gastroen-
teritis, bronchopneumonia, and intestinal blunting with neutrophil infiltration (97). The
multipathogen infection of this single animal eliminates the ability to draw definitive
conclusions about coronavirus infections and pathogenesis in raccoons; however, in
environments where raccoons and domestic species might be interacting, it may be
possible to spread infection between these species. In a study of 379 feral raccoons in
Japan, an antibody response against TGEV was detected in 11 samples, though many
of these titers were low (98). However, among these 11 samples, an elevated titer
against TGEV frequently corresponded with an elevated titer against CCoV (98).
Antibodies against bovine coronavirus (BCoV) or porcine epidemic diarrhea virus
(PEDV) were not evident in these animals (98). In a separate serological study of
Japanese raccoons, 7 out of 100 animals were noted to have positive antibody titers
against CCoV (99). Positive antibody responses in novel species may represent cross-
species transmission of coronaviruses and may indicate the larger disease ecology,
including the potential for recombination events. Additionally, it is not highly likely
that previous exposure may provide cross protection in these species.

CONCLUSIONS

The consideration of coronaviruses in the Musteloidea superfamily provides insight
into natural coronavirus infections, potential avenues for laboratory investigation, and
considerations for conservation medicine. Additionally, whether considering these spe-
cies from the perspective of pet ownership, farm-raised animals, or wildlife, the poten-
tial for reverse zoonotic transmission currently remains a threat. Further, the potential
for dual infections of a species-specific coronavirus and SARS-CoV-2 may result in novel
disease progressions. Last, a major challenge inhibiting further exploration includes
challenges with viral isolation (16, 40). The inability to propagate these viruses creates
barriers for understanding basic virology, as well as making progress toward prevention or
treatment strategies. Recent work with FCoV has indicated that engineering cells to over-
express receptors, and activating proteases, or to modulate interferon signaling responses
can improve cell culture of certain strains (100, 101), and this approach combined with

TABLE 1 Coronavirus surveillance in mustelidae species

Species Location Yr Test objectivea

Result
(no. positive/
total no. tested) Reference

Tayra (Eira barbara) Not given 1979 IFT against TGEV 0/1 90
American badger (Taxidea taxus) British Columbia 1996–2001 CCoV antibodies 0/7 107
Fisher (Pekania pennant,
formerlyMartes pennant)

British Columbia 1996–2001 CCoV antibodies 4/28 107

Wolverine (Gulo gulo) British Columbia 1996–2001 CCoV antibodies 0/20 107
Eurasian otter (Lutra lutra) Portugal 1995–2011 CCoV RT-PCR 1/1 108
North American river otter (Lutra canadensis) New York, USA 1996 CCoV or FCoV antibodies 0/38 109
Stone marten (Martes foina) Portugal 1995–2011 CCoV RT-PCR 0/3 108

Portugal 2008–2011 7b gene RT-PCR 0/1 110
Pine marten (Martes martes) Portugal 1995–2011 CCoV RT-PCR 0/1 108
European badger (Meles meles) Portugal 1995–2011 CCoV RT-PCR 0/1 108

Portugal 2008–2011 7b gene RT-PCR 0/1 110
aIFT, indirect immunofluorescence test.
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selection of cell culture-adapted strains is likely to improve virus isolation for this under-
studied but potentially highly important niche of the Coronaviridae.

While there is no evidence for minks or other musteloidea as intermediate hosts for
the zoonotic transfer of SARS-CoV-2 from bats to humans, the fact that minks have
now been clearly identified as hosts for SARS-CoV-2 does raise the issue of this species
as intermediate hosts for the emergence of further COVID-19 outbreaks in humans.
Also, coronaviruses are highly recombinogenic (102), and there is the risk of coinfec-
tions between MCoV and SARS-CoV-2 generating novel viruses. While there is little
precedent for recombination across the alpha- and betacoronaviruses, this cannot be
excluded. Swine acute diarrhea syndrome coronavirus (SADS-CoV) is a highly patho-
genic swine coronavirus that was identified in China in 2018 and is closely related to a
bat virus, BatCoV-HKU2 (103, 104). Based on replicase gene phylogenetic analysis,
BatCoV-HKU2 was assigned to the alphacoronavirus genus (105). However, further phy-
logenetic and structural analyses revealed that the spike proteins of both BatCoV-
HKU2 and SADS-CoV bear more resemblance to betacoronavirus spike proteins, sug-
gestive of a recombination event involving ancestral alpha- and betacoronaviruses
(103, 106). These findings along with the studies covered in this minireview warrant
increasing surveillance efforts to monitor circulating coronaviruses in both wild and
domesticated members of the Musteloidea.

ACKNOWLEDGMENTS
We thank the members of the Whittaker lab, past and present, for their helpful

discussions during the preparation of the manuscript.
A.E.S. is supported by NIH Comparative Medicine Training Program T32OD011000.

G.R.W. is funded by NIH grants R01AI135270 and R21AI135373. Research on FIP in the
Whittaker lab is funded in part by the Cornell Feline Health Center and the Winn Feline
Foundation.

We declare that we have no conflicts of interest.

REFERENCES
1. Law CJ, Slater GJ, Mehta RS. 2018. Lineage diversity and size disparity in

Musteloidea: testing patterns of adaptive radiation using molecular and
fossil-based methods. Syst Biol 67:127–144. https://doi.org/10.1093/
sysbio/syx047.

2. Belser JA, Katz JM, Tumpey TM. 2011. The ferret as a model organism to
study influenza A virus infection. Dis Model Mech 4:575–579. https://doi
.org/10.1242/dmm.007823.

3. de Waal L, Smits SL, Veldhuis Kroeze EJB, van Amerongen G, Pohl MO,
Osterhaus ADME, Stittelaar KJ. 2018. Transmission of human respiratory
syncytial virus in the immunocompromised ferret model. Viruses 10:18.
https://doi.org/10.3390/v10010018.

4. Martina BEE, Haagmans BL, Kuiken T, Fouchier RAM, Rimmelzwaan
GF, Van Amerongen G, Peiris JSM, Lim W, Osterhaus ADME. 2003.
SARS virus infection of cats and ferrets. Nature 425:915. https://doi
.org/10.1038/425915a.

5. Santymire RM, Livieri TM, Branvold-Faber H, Marinari PE. 2014. The black-
footed ferret: on the brink of recovery? Adv Exp Med Biol 753:119–134.
https://doi.org/10.1007/978-1-4939-0820-2_7.

6. Karáth K. 16 August 2017. Scientists think they can save the European
mink—by killing its ruthless rivals. Science https://doi.org/10.1126/
science.aan7243.

7. Kim Y-I, Kim S-G, Kim S-M, Kim E-H, Park S-J, Yu K-M, Chang J-H, Kim
EJ, Lee S, Casel MAB, Um J, Song M-S, Jeong HW, Lai VD, Kim Y, Chin
BS, Park J-S, Chung K-H, Foo S-S, Poo H, Mo I-P, Lee O-J, Webby RJ,
Jung JU, Choi YK. 2020. Infection and rapid transmission of SARS-CoV-
2 in ferrets. Cell Host Microbe 27:704–709.e2. https://doi.org/10.1016/
j.chom.2020.03.023.

8. Richard M, Kok A, de Meulder D, Bestebroer TM, Lamers MM, Okba
NMA, Fentener van Vlissingen M, Rockx B, Haagmans BL, Koopmans
MPG, Fouchier RAM, Herfst S. 2020. SARS-CoV-2 is transmitted via con-
tact and via the air between ferrets. Nat Commun 11:3496. https://doi
.org/10.1038/s41467-020-17367-2.

9. Schlottau K, Rissmann M, Graaf A, Schön J, Sehl J, Wylezich C, Höper D,
Mettenleiter TC, Balkema-Buschmann A, Harder T, Grund C, Hoffmann D,

Breithaupt A, Beer M. 2020. SARS-CoV-2 in fruit bats, ferrets, pigs, and
chickens: an experimental transmission study. Lancet Microbe 1:
e218–e225. https://doi.org/10.1016/S2666-5247(20)30089-6.

10. Cahan E. 18 August 2020. COVID-19 hits U.S. mink farms after ripping
through Europe. Science https://doi.org/10.1126/science.abe3870.

11. Molenaar RJ, Vreman S, der Honing RWH, Zwart R, de Rond J,
Weesendorp E, Smit LAM, Koopmans M, Bouwstra R, Stegeman A, van
der Poel WHM. 2020. Clinical and pathological findings in SARS-CoV-2
disease outbreaks in farmed mink (Neovison vison). Vet Pathol
57:653–657. https://doi.org/10.1177/0300985820943535.

12. Oreshkova N, Molenaar RJ, Vreman S, Harders F, Oude Munnink BB,
Hakze-van der Honing RW, Gerhards N, Tolsma P, Bouwstra R, Sikkema
RS, Tacken MG, de Rooij MM, Weesendorp E, Engelsma MY, Bruschke CJ,
Smit LA, Koopmans M, van der Poel WH, Stegeman A. 2020. SARS-CoV-2
infection in farmed minks, the Netherlands, April and May 2020. Euro
Surveill 25(23):2001005. [CrossRef] https://www.eurosurveillance.org/
content/10.2807/1560-7917.ES.2020.25.23.2001005.

13. Munnink BBO, Sikkema RS, Nieuwenhuijse DF, Molenaar RJ, Munger E,
Molenkamp R, van der Spek A, Tolsma P, Rietveld A, Brouwer M,
Bouwmeester-Vincken N, Harders F, der Honing RH, Wegdam-Blans
MCA, Bouwstra RJ, GeurtsvanKessel C, van der Eijk AA, Velkers FC, Smit
LAM, Stegeman A, van der Poel WHM, Koopmans MPG. 2020. Transmis-
sion of SARS-CoV-2 on mink farms between humans and mink and back
to humans. Science https://doi.org/10.1126/science.abe5901.

14. Larsen AE, Gorham JR. 1975. A new mink enteritis: an initial report. Vet
Med Small Anim Clin 70:291–292.

15. Martínez J, Reinacher M, Perpiñán D, Ramis A. 2008. Identification of
group 1 coronavirus antigen in multisystemic granulomatous lesions in
ferrets (Mustela putorius furo). J Comp Pathol 138:54–58. https://doi
.org/10.1016/j.jcpa.2007.10.002.

16. Williams BH, Kiupel M, West KH, Raymond JT, Grant CK, Glickman LT.
2000. Coronavirus-associated epizootic catarrhal enteritis in ferrets. J
Am Vet Med Assoc 217:526–530. https://doi.org/10.2460/javma.2000
.217.526.

Minireview ®

January/February 2021 Volume 12 Issue 1 e02873-20 mbio.asm.org 11

D
ow

nl
oa

de
d 

fr
om

 h
ttp

s:
//j

ou
rn

al
s.

as
m

.o
rg

/jo
ur

na
l/m

bi
o 

on
 1

3 
A

ug
us

t 2
02

1 
by

 1
47

.1
00

.1
79

.2
33

.

https://doi.org/10.1093/sysbio/syx047
https://doi.org/10.1093/sysbio/syx047
https://doi.org/10.1242/dmm.007823
https://doi.org/10.1242/dmm.007823
https://doi.org/10.3390/v10010018
https://doi.org/10.1038/425915a
https://doi.org/10.1038/425915a
https://doi.org/10.1007/978-1-4939-0820-2_7
https://doi.org/10.1126/science.aan7243
https://doi.org/10.1126/science.aan7243
https://doi.org/10.1016/j.chom.2020.03.023
https://doi.org/10.1016/j.chom.2020.03.023
https://doi.org/10.1038/s41467-020-17367-2
https://doi.org/10.1038/s41467-020-17367-2
https://doi.org/10.1016/S2666-5247(20)30089-6
https://doi.org/10.1126/science.abe3870
https://doi.org/10.1177/0300985820943535
https://www.eurosurveillance.org/content/10.2807/1560-7917.ES.2020.25.23.2001005
https://www.eurosurveillance.org/content/10.2807/1560-7917.ES.2020.25.23.2001005
https://doi.org/10.1126/science.abe5901
https://doi.org/10.1016/j.jcpa.2007.10.002
https://doi.org/10.1016/j.jcpa.2007.10.002
https://doi.org/10.2460/javma.2000.217.526
https://doi.org/10.2460/javma.2000.217.526
https://mbio.asm.org


17. Vlasova AN, Halpin R, Wang S, Ghedin E, Spiro DJ, Saif LJ. 2011. Molec-
ular characterization of a new species in the genus Alphacoronavirus
associated with mink epizootic catarrhal gastroenteritis. J Gen Virol
92:1369–1379. https://doi.org/10.1099/vir.0.025353-0.

18. Coronaviridae Study Group of the International Committee on Taxon-
omy of Viruses. 2020. The species Severe acute respiratory syndrome-
related coronavirus: classifying 2019-nCoV and naming it SARS-CoV-2.
Nat Microbiol 5:536–544. https://doi.org/10.1038/s41564-020-0695-z.

19. Masters PS, Perlman S. 2013. Coronaviridae, p 825–858. In Fields virol-
ogy, 6th ed. Lippincott, Williams and Wilkins, Philadelphia, PA.

20. Denison MR, Graham RL, Donaldson EF, Eckerle LD, Baric RS. 2011. Coro-
naviruses. RNA Biol 8:270–279. https://doi.org/10.4161/rna.8.2.15013.

21. Vijgen L, Keyaerts E, Moës E, Thoelen I, Wollants E, Lemey P, Vandamme
A-M, Van Ranst M. 2005. Complete genomic sequence of human corona-
virus OC43: molecular clock analysis suggests a relatively recent zoonotic
coronavirus transmission event. J Virol 79:1595–1604. https://doi.org/10
.1128/JVI.79.3.1595-1604.2005.

22. Franklin AB, Bevins SN. 2020. Spillover of SARS-CoV-2 into novel
wild hosts in North America: a conceptual model for perpetuation
of the pathogen. Sci Total Environ 733:139358. https://doi.org/10
.1016/j.scitotenv.2020.139358.

23. Gorham JR, Evermann JF, Ward A, Pearson R, Shen D, Hartsough GR,
Leathers C. 1990. Detection of coronavirus-like particles from mink with
epizootic catarrhal gastroenteritis. Can J Vet Res 54:383–384.

24. Have P, Moving V, Svansson V, Uttenthal A, Bloch B. 1992. Coronavirus
infection in mink (Mustela vison). Serological evidence of infection with
a coronavirus related to transmissible gastroenteritis virus and porcine
epidemic diarrhea virus. Vet Microbiol 31:1–10. https://doi.org/10.1016/
0378-1135(92)90135-g.

25. Wilson DJ, Baldwin TJ, Whitehouse CH, Hullinger G. 2015. Causes of mor-
tality in farmed mink in the Intermountain West, North America. J Vet
Diagn Invest 27:470–475. https://doi.org/10.1177/1040638715586438.

26. Gillim-Ross L, Taylor J, Scholl DR, Ridenour J, Masters PS, Wentworth DE.
2004. Discovery of novel human and animal cells infected by the severe
acute respiratory syndrome coronavirus by replication-specific multiplex
reverse transcription-PCR. J Clin Microbiol 42:3196–3206. https://doi
.org/10.1128/JCM.42.7.3196-3206.2004.

27. Gillim-Ross L, Heller LK, Olivieri ER, Wentworth DE. 2006. Increased viral
titers and subtle changes in plaque morphology upon passage of SARS-
CoV in cells from different species. Adv Exp Med Biol 581:259–263.
https://doi.org/10.1007/978-0-387-33012-9_43.

28. Mossel EC, Huang C, Narayanan K, Makino S, Tesh RB, Peters CJ. 2005. Exog-
enous ACE2 expression allows refractory cell lines to support severe acute
respiratory syndrome coronavirus replication. J Virol 79:3846–3850. https://
doi.org/10.1128/JVI.79.6.3846-3850.2005.

29. Heller LK, Gillim-Ross L, Olivieri ER, Wentworth DE. 2006. Mustela vison
ACE2 functions as a receptor for SARS-coronavirus. Adv Exp Med Biol
581:507–510. https://doi.org/10.1007/978-0-387-33012-9_90.

30. Hoffmann M, Kleine-Weber H, Schroeder S, Krüger N, Herrler T, Erichsen
S, Schiergens TS, Herrler G, Wu N-H, Nitsche A, Müller MA, Drosten C,
Pöhlmann S. 2020. SARS-CoV-2 cell entry depends on ACE2 and
TMPRSS2 and is blocked by a clinically proven protease inhibitor. Cell
181:271–280. https://doi.org/10.1016/j.cell.2020.02.052.

31. Olivieri ER, Heller LK, Gillim-Ross L, Wentworth DE. 2006. Analysis of
SARS-CoV receptor activity of ACE2 orthologs. Adv Exp Med Biol
581:277–280. https://doi.org/10.1007/978-0-387-33012-9_46.

32. Provacia LBV, Smits SL, Martina BE, Raj VS, Doel PVD, Amerongen GV,
Moorman-Roest H, Osterhaus ADME, Haagmans BL. 2011. Enteric co-
ronavirus in ferrets, the Netherlands. Emerg Infect Dis 17:1570–1571.
https://doi.org/10.3201/eid1708.110115.

33. Wise AG, Kiupel M, Maes RK. 2006. Molecular characterization of a novel
coronavirus associated with epizootic catarrhal enteritis (ECE) in ferrets.
Virology 349:164–174. https://doi.org/10.1016/j.virol.2006.01.031.

34. Lamers MM, Smits SL, Hundie GB, Provacia LB, Koopmans M, Osterhaus
ADME, Haagmans BL, Raj VS. 2016. Naturally occurring recombination in
ferret coronaviruses revealed by complete genome characterization. J
Gen Virol 97:2180–2186. https://doi.org/10.1099/jgv.0.000520.

35. Minami S, Kuroda Y, Terada Y, Yonemitsu K, Van Nguyen D, Kuwata R,
Shimoda H, Takano A, Maeda K. 2016. Detection of novel ferret coronaviruses
and evidence of recombination among ferret coronaviruses. Virus Genes
52:858–862. https://doi.org/10.1007/s11262-016-1365-3.

36. Tarbert DK, Bolin LL, Stout AE, Schaefer DMW, Ruby RE, Rodriguez-
Ramos Fernandez J, Duhamel GE, Whittaker GR, de Matos R. 2020. Persis-
tent infection and pancytopenia associated with ferret systemic

coronaviral disease in a domestic ferret. J Vet Diagn Invest 32:616–620.
https://doi.org/10.1177/1040638720937105.

37. Wise AG, Kiupel M, Garner MM, Clark AK, Maes RK. 2010. Comparative
sequence analysis of the distal one-third of the genomes of a systemic
and an enteric ferret coronavirus. Virus Res 149:42–50. https://doi.org/10
.1016/j.virusres.2009.12.011.

38. Hayashi T, Goto N, Takahashi R, Fujiwara K. 1977. Systemic vascular
lesions in feline infectious peritonitis. Nihon Juigaku Zasshi 39:365–377.
(In Japanese.) https://doi.org/10.1292/jvms1939.39.365.

39. Autieri CR, Miller CL, Scott KE, Kilgore A, Papscoe VA, Garner MM, Haupt
JL, Bakthavatchalu V, Muthupalani S, Fox JG. 2015. Systemic coronaviral
disease in 5 ferrets. Comp Med 65:508–516.

40. Garner MM, Ramsell K, Morera N, Juan-Sallés C, Jiménez J, Ardiaca M,
Montesinos A, Teifke JP, Löhr CV, Evermann JF, Baszler TV, Nordhausen RW,
Wise AG, Maes RK, Kiupel M. 2008. Clinicopathologic features of a systemic
coronavirus-associated disease resembling feline infectious peritonitis in
the domestic ferret (Mustela putorius). Vet Pathol 45:236–246. https://doi
.org/10.1354/vp.45-2-236.

41. Gnirs K, Quinton JF, Dally C, Nicolier A, Ruel Y. 2016. Cerebral pyogranu-
loma associated with systemic coronavirus infection in a ferret. J Small
Anim Pract 57:36–39. https://doi.org/10.1111/jsap.12377.

42. Graham E, LammC, Denk D, Stidworthy M, Calvo Carrasco D, Kubiak M. 2012.
Systemic coronavirus-associated disease resembling feline infectious peritoni-
tis in ferrets in the UK. Vet Rec 171:200–201. https://doi.org/10.1136/vr.e5652.

43. Lindemann DM, Eshar D, Schumacher LL, Almes KM, Rankin AJ. 2016.
Pyogranulomatous panophthalmitis with systemic coronavirus disease
in a domestic ferret (Mustela putorius furo). Vet Ophthalmol 19:167–171.
https://doi.org/10.1111/vop.12274.

44. Perpiñán D, López C. 2008. Clinical aspects of systemic granuloma-
tous inflammatory syndrome in ferrets (Mustela putorius furo). Vet
Rec 162:180–183. https://doi.org/10.1136/vr.162.6.180.

45. Dominguez E, Novellas R, Moya A, Espada Y, Martorell J. 2011. Abdominal
radiographic and ultrasonographic findings in ferrets (Mustela putorius
furo) with systemic coronavirus infection. Vet Rec 169:231–231. https://doi
.org/10.1136/vr.d4705.

46. Lescano J, Quevedo M, Gonzales-Viera O, Luna L, Keel MK, Gregori F. 2015.
First case of systemic coronavirus infection in a domestic ferret (Mustela
putorius furo) in Peru. Transbound Emerg Dis 62:581–585. https://doi.org/
10.1111/tbed.12407.

47. Wills SE, Beaufrère HH, Brisson BA, Fraser RS, Smith DA. 2018. Pancreatitis
and systemic coronavirus infection in a ferret (Mustela putorius furo).
Comp Med 68:208–211. https://doi.org/10.30802/AALAS-CM-17-000109.

48. Li T-C, Yoshizaki S, Kataoka M, Doan YH, Ami Y, Suzaki Y, Nakamura T,
Takeda N, Wakita T. 2017. Determination of ferret enteric coronavirus ge-
nome in laboratory ferrets. Emerg Infect Dis 23:1568–1570. https://doi
.org/10.3201/eid2309.160215.

49. Smits SL, Raj VS, Oduber MD, Schapendonk CME, Bodewes R, Provacia L,
Stittelaar KJ, Osterhaus ADME, Haagmans BL. 2013. Metagenomic analy-
sis of the ferret fecal viral flora. PLoS One 8:e71595. https://doi.org/10
.1371/journal.pone.0071595.

50. Terada Y, Minami S, Noguchi K, Mahmoud HYAH, Shimoda H, Mochizuki
M, Une Y, Maeda K. 2014. Genetic characterization of coronaviruses from
domestic ferrets, Japan. Emerg Infect Dis 20:284–287. https://doi.org/10
.3201/eid2002.130543.

51. Minami S, Terada Y, Shimoda H, Takizawa M, Onuma M, Ota A, Ota Y,
Akabane Y, Tamukai K, Watanabe K, Naganuma Y, Kanagawa E,
Nakamura K, Ohashi M, Takami Y, Miwa Y, Tanoue T, Ohwaki M, Ohta J,
Une Y, Maeda K. 2016. Establishment of serological test to detect anti-
body against ferret coronavirus. J Vet Med Sci 78:1013–1017. https://doi
.org/10.1292/jvms.16-0059.

52. Giori L, Giordano A, Giudice C, Grieco V, Paltrinieri S. 2011. Performances
of different diagnostic tests for feline infectious peritonitis in challenging
clinical cases. J Small Anim Pract 52:152–157. https://doi.org/10.1111/j
.1748-5827.2011.01042.x.

53. Doria-Torra G, Vidaña B, Ramis A, Amarilla SP, Martínez J. 2016. Coronavi-
rus infection in ferrets: antigen distribution and inflammatory response.
Vet Pathol 53:1180–1186. https://doi.org/10.1177/0300985816634809.

54. Kipar A, May H, Menger S, Weber M, Leukert W, Reinacher M. 2005.
Morphologic features and the development of granulomatous vascu-
litis in feline infectious peritonitis. Vet Pathol 42:321–330. https://doi
.org/10.1354/vp.42-3-321.

55. Becker RC. 2020. COVID-19-associated vasculitis and vasculopathy. J Thromb
Thrombolysis 50:499–511. https://doi.org/10.1007/s11239-020-02230-4.

Minireview ®

January/February 2021 Volume 12 Issue 1 e02873-20 mbio.asm.org 12

D
ow

nl
oa

de
d 

fr
om

 h
ttp

s:
//j

ou
rn

al
s.

as
m

.o
rg

/jo
ur

na
l/m

bi
o 

on
 1

3 
A

ug
us

t 2
02

1 
by

 1
47

.1
00

.1
79

.2
33

.

https://doi.org/10.1099/vir.0.025353-0
https://doi.org/10.1038/s41564-020-0695-z
https://doi.org/10.4161/rna.8.2.15013
https://doi.org/10.1128/JVI.79.3.1595-1604.2005
https://doi.org/10.1128/JVI.79.3.1595-1604.2005
https://doi.org/10.1016/j.scitotenv.2020.139358
https://doi.org/10.1016/j.scitotenv.2020.139358
https://doi.org/10.1016/0378-1135(92)90135-g
https://doi.org/10.1016/0378-1135(92)90135-g
https://doi.org/10.1177/1040638715586438
https://doi.org/10.1128/JCM.42.7.3196-3206.2004
https://doi.org/10.1128/JCM.42.7.3196-3206.2004
https://doi.org/10.1007/978-0-387-33012-9_43
https://doi.org/10.1128/JVI.79.6.3846-3850.2005
https://doi.org/10.1128/JVI.79.6.3846-3850.2005
https://doi.org/10.1007/978-0-387-33012-9_90
https://doi.org/10.1016/j.cell.2020.02.052
https://doi.org/10.1007/978-0-387-33012-9_46
https://doi.org/10.3201/eid1708.110115
https://doi.org/10.1016/j.virol.2006.01.031
https://doi.org/10.1099/jgv.0.000520
https://doi.org/10.1007/s11262-016-1365-3
https://doi.org/10.1177/1040638720937105
https://doi.org/10.1016/j.virusres.2009.12.011
https://doi.org/10.1016/j.virusres.2009.12.011
https://doi.org/10.1292/jvms1939.39.365
https://doi.org/10.1354/vp.45-2-236
https://doi.org/10.1354/vp.45-2-236
https://doi.org/10.1111/jsap.12377
https://doi.org/10.1136/vr.e5652
https://doi.org/10.1111/vop.12274
https://doi.org/10.1136/vr.162.6.180
https://doi.org/10.1136/vr.d4705
https://doi.org/10.1136/vr.d4705
https://doi.org/10.1111/tbed.12407
https://doi.org/10.1111/tbed.12407
https://doi.org/10.30802/AALAS-CM-17-000109
https://doi.org/10.3201/eid2309.160215
https://doi.org/10.3201/eid2309.160215
https://doi.org/10.1371/journal.pone.0071595
https://doi.org/10.1371/journal.pone.0071595
https://doi.org/10.3201/eid2002.130543
https://doi.org/10.3201/eid2002.130543
https://doi.org/10.1292/jvms.16-0059
https://doi.org/10.1292/jvms.16-0059
https://doi.org/10.1111/j.1748-5827.2011.01042.x
https://doi.org/10.1111/j.1748-5827.2011.01042.x
https://doi.org/10.1177/0300985816634809
https://doi.org/10.1354/vp.42-3-321
https://doi.org/10.1354/vp.42-3-321
https://doi.org/10.1007/s11239-020-02230-4
https://mbio.asm.org


56. Michimae Y, Mikami S, Okimoto K, Toyosawa K, Matsumoto I, Kouchi M,
Koujitani T, Inoue T, Seki T. 2010. The first case of feline infectious perito-
nitis-like pyogranuloma in a ferret infected by coronavirus in Japan. J
Toxicol Pathol 23:99–101. https://doi.org/10.1293/tox.23.99.

57. Perera KD, Galasiti Kankanamalage AC, Rathnayake AD, Honeyfield A,
Groutas W, Chang K-O, Kim Y. 2018. Protease inhibitors broadly effective
against feline, ferret and mink coronaviruses. Antiviral Res 160:79–86.
https://doi.org/10.1016/j.antiviral.2018.10.015.

58. Vuong W, Khan MB, Fischer C, Arutyunova E, Lamer T, Shields J, Saffran
HA, McKay RT, van Belkum MJ, Joyce MA, Young HS, Tyrrell DL, Vederas
JC, Lemieux MJ. 2020. Feline coronavirus drug inhibits the main protease
of SARS-CoV-2 and blocks virus replication. Nat Commun 11:4282.
https://doi.org/10.1038/s41467-020-18096-2.

59. Gustafson KD, Hawkins MG, Drazenovich TL, Church R, Brown SA, Ernest
HB. 2018. Founder events, isolation, and inbreeding: intercontinental
genetic structure of the domestic ferret. Evol Appl 11:694–704. https://
doi.org/10.1111/eva.12565.

60. Evermann JF, Roelke ME, Briggs MB. 1986. Feline coronavirus infections
of cheetahs: clinical and diagnostic features. Feline Pract 16:21–28.

61. Evermann JF, Heeney JL, Roelke ME, McKeirnan AJ, O’Brien SJ. 1988. Bio-
logical and pathological consequences of feline infectious peritonitis vi-
rus infection in the cheetah. Arch Virol 102:155–171. https://doi.org/10
.1007/BF01310822.

62. O’Brien SJ, Roelke ME, Marker L, Newman A, Winkler CA, Meltzer D, Colly
L, Evermann JF, Bush M, Wildt DE. 1985. Genetic basis for species vulner-
ability in the cheetah. Science 227:1428–1434. https://doi.org/10.1126/
science.2983425.

63. Zamoto A, Taguchi F, Fukushi S, Morikawa S, Yamada YK. 2006. Identifi-
cation of ferret ACE2 and its receptor function for SARS-coronavirus, p
519–522. In Perlman S, Holmes KV (ed), The nidoviruses. Advances in Ex-
perimental Medicine and Biology, vol 581. Springer US, Boston, MA.
https://doi.org/10.1007/978-0-387-33012-9_93.

64. Cameron MJ, Kelvin AA, Leon AJ, Cameron CM, Ran L, Xu L, Chu Y-K,
Danesh A, Fang Y, Li Q, Anderson A, Couch RC, Paquette SG, Fomukong
NG, Kistner O, Lauchart M, Rowe T, Harrod KS, Jonsson CB, Kelvin DJ.
2012. Lack of innate interferon responses during SARS coronavirus infec-
tion in a vaccination and reinfection ferret model. PLoS One 7:e45842.
https://doi.org/10.1371/journal.pone.0045842.

65. Chu Y-K, Ali GD, Jia F, Li Q, Kelvin D, Couch RC, Harrod KS, Hutt JA,
Cameron C, Weiss SR, Jonsson CB. 2008. The SARS-CoV ferret model in
an infection–challenge study. Virology 374:151–163. https://doi.org/10
.1016/j.virol.2007.12.032.

66. van den Brand JMA, Haagmans BL, Leijten L, van Riel D, Martina BEE,
Osterhaus ADME, Kuiken T. 2008. Pathology of experimental SARS coro-
navirus infection in cats and ferrets. Vet Pathol 45:551–562. https://doi
.org/10.1354/vp.45-4-551.

67. Czub M, Weingartl H, Czub S, He R, Cao J. 2005. Evaluation of modified
vaccinia virus Ankara based recombinant SARS vaccine in ferrets. Vac-
cine 23:2273–2279. https://doi.org/10.1016/j.vaccine.2005.01.033.

68. Danesh A, Seneviratne C, Cameron CM, Banner D, Devries ME, Kelvin AA,
Xu L, Ran L, Bosinger SE, Rowe T, Czub M, Jonsson CB, Cameron MJ,
Kelvin DJ. 2008. Cloning, expression and characterization of ferret
CXCL10. Mol Immunol 45:1288–1297. https://doi.org/10.1016/j.molimm
.2007.09.018.

69. Danesh A, Cameron CM, León AJ, Ran L, Xu L, Fang Y, Kelvin AA, Rowe T,
Chen H, Guan Y, Jonsson CB, Cameron MJ, Kelvin DJ. 2011. Early gene
expression events in ferrets in response to SARS coronavirus infection ver-
sus direct interferon-alpha2b stimulation. Virology 409:102–112. https://doi
.org/10.1016/j.virol.2010.10.002.

70. Frieman MB, Chen J, Morrison TE, Whitmore A, Funkhouser W, Ward JM,
Lamirande EW, Roberts A, Heise M, Subbarao K, Baric RS. 2010. SARS-CoV
pathogenesis is regulated by a STAT1 dependent but a type I, II and III
interferon receptor independent mechanism. PLoS Pathog 6:e1000849.
https://doi.org/10.1371/journal.ppat.1000849.

71. Darnell MER, Plant EP, Watanabe H, Byrum R, St Claire M, Ward JM,
Taylor DR. 2007. Severe acute respiratory syndrome coronavirus infec-
tion in vaccinated ferrets. J Infect Dis 196:1329–1338. https://doi.org/
10.1086/522431.

72. Kobinger GP, Figueredo JM, Rowe T, Zhi Y, Gao G, Sanmiguel JC, Bell P,
Wivel NA, Zitzow LA, Flieder DB, Hogan RJ, Wilson JM. 2007. Adenovirus-
based vaccine prevents pneumonia in ferrets challenged with the SARS
coronavirus and stimulates robust immune responses in macaques. Vac-
cine 25:5220–5231. https://doi.org/10.1016/j.vaccine.2007.04.065.

73. See RH, Petric M, Lawrence DJ, Mok CPY, Rowe T, Zitzow LA, Karunakaran
KP, Voss TG, Brunham RC, Gauldie J, Finlay BB, Roper RL. 2008. Severe acute
respiratory syndrome vaccine efficacy in ferrets: whole killed virus
and adenovirus-vectored vaccines. J Gen Virol 89:2136–2146. https://
doi.org/10.1099/vir.0.2008/001891-0.

74. Weingartl H, Czub M, Czub S, Neufeld J, Marszal P, Gren J, Smith G, Jones
S, Proulx R, Deschambault Y, Grudeski E, Andonov A, He R, Li Y, Copps J,
Grolla A, Dick D, Berry J, Ganske S, Manning L, Cao J. 2004. Immunization
with modified vaccinia virus Ankara-based recombinant vaccine
against severe acute respiratory syndrome is associated with
enhanced hepatitis in ferrets. J Virol 78:12672–12676. https://doi.org/
10.1128/JVI.78.22.12672-12676.2004.

75. ter Meulen J, Bakker AB, van den Brink EN, Weverling GJ, Martina BE,
Haagmans BL, Kuiken T, de Kruif J, Preiser W, Spaan W, Gelderblom HR,
Goudsmit J, Osterhaus AD. 2004. Human monoclonal antibody as pro-
phylaxis for SARS coronavirus infection in ferrets. Lancet 363:2139–2141.
https://doi.org/10.1016/S0140-6736(04)16506-9.

76. Shi J, Wen Z, Zhong G, Yang H, Wang C, Huang B, Liu R, He X, Shuai L,
Sun Z, Zhao Y, Liu P, Liang L, Cui P, Wang J, Zhang X, Guan Y, Tan W, Wu
G, Chen H, Bu Z. 2020. Susceptibility of ferrets, cats, dogs, and other
domesticated animals to SARS–coronavirus 2. Science 368:1016–1020.
https://doi.org/10.1126/science.abb7015.

77. Sawatzki K, Hill N, Puryear W, Foss A, Stone J, Runstadler J. 2020. Ferrets
not infected by SARS-CoV-2 in a high-exposure domestic setting. bioRxiv
https://doi.org/10.1101/2020.08.21.254995.

78. Wu S, Zhong G, Zhang J, Shuai L, Zhang Z, Wen Z, Wang B, Zhao Z, Song
X, Chen Y, Liu R, Fu L, Zhang J, Guo Q, Wang C, Yang Y, Fang T, Lv P,
Wang J, Xu J, Li J, Yu C, Hou L, Bu Z, Chen W. 2020. A single dose of an
adenovirus-vectored vaccine provides protection against SARS-CoV-2
challenge. Nat Commun 11:4081. https://doi.org/10.1038/s41467-020
-17972-1.

79. Park S-J, Yu K-M, Kim Y-I, Kim S-M, Kim E-H, Kim S-G, Kim EJ, Casel MAB,
Rollon R, Jang S-G, Lee M-H, Chang J-H, Song M-S, Jeong HW, Choi Y,
Chen W, Shin W-J, Jung JU, Choi YK. 2020. Antiviral efficacies of FDA-
approved drugs against SARS-CoV-2 infection in ferrets. mBio 11:
e01114-20. https://doi.org/10.1128/mBio.01114-20.

80. Honce R, Schultz-Cherry S. 2019. Impact of obesity on influenza A virus
pathogenesis, immune response, and evolution. Front Immunol 10:1071.
https://doi.org/10.3389/fimmu.2019.01071.

81. Sattar N, McInnes IB, McMurray JJV. 2020. Obesity is a risk factor for
severe COVID-19 infection. Circulation 142:4–6. https://doi.org/10.1161/
CIRCULATIONAHA.120.047659.

82. van Boheemen S, de Graaf M, Lauber C, Bestebroer TM, Raj VS, Zaki AM,
Osterhaus ADME, Haagmans BL, Gorbalenya AE, Snijder EJ, Fouchier
RAM. 2012. Genomic characterization of a newly discovered coronavirus
associated with acute respiratory distress syndrome in humans. mBio 3:
e00473-12. https://doi.org/10.1128/mBio.00473-12.

83. Zaki AM, van Boheemen S, Bestebroer TM, Osterhaus ADME, Fouchier
RAM. 2012. Isolation of a novel coronavirus from a man with pneumonia
in Saudi Arabia. N Engl J Med 367:1814–1820. https://doi.org/10.1056/
NEJMoa1211721.

84. Raj VS, Mou H, Smits SL, Dekkers DHW, Müller MA, Dijkman R, Muth D,
Demmers JAA, Zaki A, Fouchier RAM, Thiel V, Drosten C, Rottier PJM,
Osterhaus ADME, Bosch BJ, Haagmans BL. 2013. Dipeptidyl peptidase 4
is a functional receptor for the emerging human coronavirus-EMC. Na-
ture 495:251–254. https://doi.org/10.1038/nature12005.

85. Raj VS, Smits SL, Provacia LB, van den Brand JMA, Wiersma L, Ouwendijk
WJD, Bestebroer TM, Spronken MI, van Amerongen G, Rottier PJM,
Fouchier RAM, Bosch BJ, Osterhaus ADME, Haagmans BL. 2014. Adeno-
sine deaminase acts as a natural antagonist for dipeptidyl peptidase 4-
mediated entry of the Middle East respiratory syndrome coronavirus. J
Virol 88:1834–1838. https://doi.org/10.1128/JVI.02935-13.

86. Peck KM, Cockrell AS, Yount BL, Scobey T, Baric RS, Heise MT. 2015. Gly-
cosylation of mouse DPP4 plays a role in inhibiting Middle East respira-
tory syndrome coronavirus infection. J Virol 89:4696–4699. https://doi
.org/10.1128/JVI.03445-14.

87. van Doremalen N, Miazgowicz KL, Milne-Price S, Bushmaker T, Robertson
S, Scott D, Kinne J, McLellan JS, Zhu J, Munster VJ. 2014. Host species
restriction of Middle East respiratory syndrome coronavirus through its
receptor, dipeptidyl peptidase 4. J Virol 88:9220–9232. https://doi.org/10
.1128/JVI.00676-14.

88. Peck KM, Scobey T, Swanstrom J, Jensen KL, Burch CL, Baric RS, Heise MT.
2017. Permissivity of dipeptidyl peptidase 4 orthologs to Middle East re-
spiratory syndrome coronavirus is governed by glycosylation and other

Minireview ®

January/February 2021 Volume 12 Issue 1 e02873-20 mbio.asm.org 13

D
ow

nl
oa

de
d 

fr
om

 h
ttp

s:
//j

ou
rn

al
s.

as
m

.o
rg

/jo
ur

na
l/m

bi
o 

on
 1

3 
A

ug
us

t 2
02

1 
by

 1
47

.1
00

.1
79

.2
33

.

https://doi.org/10.1293/tox.23.99
https://doi.org/10.1016/j.antiviral.2018.10.015
https://doi.org/10.1038/s41467-020-18096-2
https://doi.org/10.1111/eva.12565
https://doi.org/10.1111/eva.12565
https://doi.org/10.1007/BF01310822
https://doi.org/10.1007/BF01310822
https://doi.org/10.1126/science.2983425
https://doi.org/10.1126/science.2983425
https://doi.org/10.1007/978-0-387-33012-9_93
https://doi.org/10.1371/journal.pone.0045842
https://doi.org/10.1016/j.virol.2007.12.032
https://doi.org/10.1016/j.virol.2007.12.032
https://doi.org/10.1354/vp.45-4-551
https://doi.org/10.1354/vp.45-4-551
https://doi.org/10.1016/j.vaccine.2005.01.033
https://doi.org/10.1016/j.molimm.2007.09.018
https://doi.org/10.1016/j.molimm.2007.09.018
https://doi.org/10.1016/j.virol.2010.10.002
https://doi.org/10.1016/j.virol.2010.10.002
https://doi.org/10.1371/journal.ppat.1000849
https://doi.org/10.1086/522431
https://doi.org/10.1086/522431
https://doi.org/10.1016/j.vaccine.2007.04.065
https://doi.org/10.1099/vir.0.2008/001891-0
https://doi.org/10.1099/vir.0.2008/001891-0
https://doi.org/10.1128/JVI.78.22.12672-12676.2004
https://doi.org/10.1128/JVI.78.22.12672-12676.2004
https://doi.org/10.1016/S0140-6736(04)16506-9
https://doi.org/10.1126/science.abb7015
https://doi.org/10.1101/2020.08.21.254995
https://doi.org/10.1038/s41467-020-17972-1
https://doi.org/10.1038/s41467-020-17972-1
https://doi.org/10.1128/mBio.01114-20
https://doi.org/10.3389/fimmu.2019.01071
https://doi.org/10.1161/CIRCULATIONAHA.120.047659
https://doi.org/10.1161/CIRCULATIONAHA.120.047659
https://doi.org/10.1128/mBio.00473-12
https://doi.org/10.1056/NEJMoa1211721
https://doi.org/10.1056/NEJMoa1211721
https://doi.org/10.1038/nature12005
https://doi.org/10.1128/JVI.02935-13
https://doi.org/10.1128/JVI.03445-14
https://doi.org/10.1128/JVI.03445-14
https://doi.org/10.1128/JVI.00676-14
https://doi.org/10.1128/JVI.00676-14
https://mbio.asm.org


complex determinants. J Virol 91:e00534-17. https://doi.org/10.1128/JVI
.00534-17.

89. Van De Grift RE. 1976. Possible feline infectious peritonitis in short-
clawed otters, Aonyx cinerea. J Zoo Anim Med 7:18. https://doi.org/10
.2307/20094343.

90. Horzinek MC, Osterhaus ADME. 1979. Feline infectious peritonitis: a
worldwide serosurvey. Am J Vet Res 40:1487–1492.

91. Dong BQ, Liu W, Fan XH, Vijaykrishna D, Tang XC, Gao F, Li LF, Li GJ,
Zhang JX, Yang LQ, Poon LLM, Zhang SY, Peiris JSM, Smith GJD, Chen H,
Guan Y. 2007. Detection of a novel and highly divergent coronavirus
from Asian leopard cats and Chinese ferret badgers in southern China. J
Virol 81:6920–6926. https://doi.org/10.1128/JVI.00299-07.

92. Salesa MJ, Peigné S, Antón M, Morales J. 2011. Chapter 3. Evolution of
the family Ailuridae: origins and Old-World fossil record, p 27–41. In
Glatston AR (ed), Red panda: biology and conservation of the first panda.
William Andrew Publishing, Oxford, United Kingdom.

93. Loeffler IK, Howard J, Montali RJ, Hayek L-A, Dubovi E, Zhang Z, Yan Q,
Guo W, Wildt DE. 2007. Serosurvey of ex situ giant pandas (Ailuropoda
melanoleuca) and red pandas (Ailurus fulgens) in China with implica-
tions for species conservation. J Zoo Wildl Med 38:559–566. https://doi
.org/10.1638/2006-0008R.1.

94. Qin Q, Wei F, Li M, Dubovi EJ, Loeffler IK. 2007. Serosurvey of infectious
disease agents of carnivores in captive red pandas (Ailurus fulgens) in
China. J Zoo Wildl Med 38:42–50. https://doi.org/10.1638/06-048.1.

95. Qin Q, Shanning Z, Ming L, Fuwen W. 2006. PCR detection of selected
viruses in captive red pandas (Ailurus fulgens) in China. Acta Theriol Sin
26:387–391.

96. Koepfli K-P, Gompper ME, Eizirik E, Ho C-C, Linden L, Maldonado JE,
Wayne RK. 2007. Phylogeny of the Procyonidae (Mammalia: Carnivora):
molecules, morphology and the Great American Interchange. Mol Phylo-
genet Evol 43:1076–1095. https://doi.org/10.1016/j.ympev.2006.10.003.

97. Martin HD, Zeidner NS. 1992. Concomitant cryptosporidia, coronavi-
rus and parvovirus infection in a raccoon (Procyon lotor). J Wildl Dis
28:113–115. https://doi.org/10.7589/0090-3558-28.1.113.

98. Ishihara R, Hatama S, Uchida I, Matoba Y, Asakawa M, Kanno T. 2009.
Serological evidence of coronavirus infection in feral raccoons in
Hokkaido, Japan. Jpn J Zoo Wildl Med 14:107–109. https://doi.org/10
.5686/jjzwm.14.107.

99. Aoki E, Soma T, Yokoyama M, Matsubayashi M, Sasai K. 2017. Surveillance
for antibodies against six canine viruses in wild raccoons (Procyon lotor)
in Japan. J Wildl Dis 53:761–768. https://doi.org/10.7589/2016-11-253.

100. Mettelman RC, O’Brien A, Whittaker GR, Baker SC. 2019. Generating and eval-
uating type I interferon receptor-deficient and feline TMPRSS2-expressing
cells for propagating serotype I feline infectious peritonitis virus. Virology
537:226–236. https://doi.org/10.1016/j.virol.2019.08.030.

101. O’Brien A, Mettelman RC, Volk A, André NM, Whittaker GR, Baker SC.
2018. Characterizing replication kinetics and plaque production of type I
feline infectious peritonitis virus in three feline cell lines. Virology
525:1–9. https://doi.org/10.1016/j.virol.2018.08.022.

102. Graham RL, Baric RS. 2010. Recombination, reservoirs, and the modu-
lar spike: mechanisms of coronavirus cross-species transmission. J
Virol 84:3134–3146. https://doi.org/10.1128/JVI.01394-09.

103. Lau SKP, Woo PCY, Li KSM, Huang Y, Wang M, Lam CSF, Xu H, Guo R,
Chan K, Zheng B, Yuen K. 2007. Complete genome sequence of bat coro-
navirus HKU2 from Chinese horseshoe bats revealed a much smaller
spike gene with a different evolutionary lineage from the rest of the ge-
nome. Virology 367:428–439. https://doi.org/10.1016/j.virol.2007.06.009.

104. Zhou P, Fan H, Lan T, Yang X-L, Shi W-F, Zhang W, Zhu Y, Zhang Y-W, Xie
Q-M, Mani S, Zheng X-S, Li B, Li J-M, Guo H, Pei G-Q, An X-P, Chen J-W,
Zhou L, Mai K-J, Wu Z-X, Li D, Anderson DE, Zhang L-B, Li S-Y, Mi Z-Q, He
T-T, Cong F, Guo P-J, Huang R, Luo Y, Liu X-L, Chen J, Huang Y, Sun Q,
Zhang X-L-L, Wang Y-Y, Xing S-Z, Chen Y-S, Sun Y, Li J, Daszak P, Wang
L-F, Shi Z-L, Tong Y-G, Ma J-Y. 2018. Fatal swine acute diarrhoea syn-
drome caused by an HKU2-related coronavirus of bat origin. Nature
556:255–258. https://doi.org/10.1038/s41586-018-0010-9.

105. ICTV. 2019. ICTV taxonomy history: Rhinolophus bat coronavirus HKU2.
International Committee on Taxonomy of Viruses (ICTV).

106. Yu J, Qiao S, Guo R, Wang X. 2020. Cryo-EM structures of HKU2 and SADS-
CoV spike glycoproteins provide insights into coronavirus evolution. Nat
Commun 11:3070. https://doi.org/10.1038/s41467-020-16876-4.

107. Philippa JDW, Leighton FA, Daoust PY, Nielsen O, Pagliarulo M,
Schwantje H, Shury T, Van Herwijnen R, Martina BEE, Kuiken T, Van de
Bildt MWG, Osterhaus ADME. 2004. Antibodies to selected pathogens in
free-ranging terrestrial carnivores and marine mammals in Canada. Vet
Rec 155:135–140. https://doi.org/10.1136/vr.155.5.135.

108. Rosa GM, Santos N, Grondahl-Rosado R, Fonseca FP, Tavares L, Neto I,
Cartaxeiro C, Duarte A. 2020. Unveiling patterns of viral pathogen infec-
tion in free-ranging carnivores of northern Portugal using a complemen-
tary methodological approach. Comp Immunol Microbiol Infect Dis
69:101432. https://doi.org/10.1016/j.cimid.2020.101432.

109. Kimber KR, Kollias GV, Dubovi EJ. 2000. Serologic survey of selected viral
agents in recently captured wild North American river otters (Lontra
canadensis). J Zoo Wildl Med 31:168–175.

110. Duarte MD, Henriques AM, Barros SC, Fagulha T, Mendonça P, Carvalho
P, Monteiro M, Fevereiro M, Basto MP, Rosalino LM, Barros T, Bandeira V,
Fonseca C, Cunha MV. 2013. Snapshot of viral infections in wild carni-
vores reveals ubiquity of parvovirus and susceptibility of Egyptian mon-
goose to feline panleukopenia virus. PLoS One 8:e59399. https://doi
.org/10.1371/journal.pone.0059399.

Minireview ®

January/February 2021 Volume 12 Issue 1 e02873-20 mbio.asm.org 14

D
ow

nl
oa

de
d 

fr
om

 h
ttp

s:
//j

ou
rn

al
s.

as
m

.o
rg

/jo
ur

na
l/m

bi
o 

on
 1

3 
A

ug
us

t 2
02

1 
by

 1
47

.1
00

.1
79

.2
33

.

https://doi.org/10.1128/JVI.00534-17
https://doi.org/10.1128/JVI.00534-17
https://doi.org/10.2307/20094343
https://doi.org/10.2307/20094343
https://doi.org/10.1128/JVI.00299-07
https://doi.org/10.1638/2006-0008R.1
https://doi.org/10.1638/2006-0008R.1
https://doi.org/10.1638/06-048.1
https://doi.org/10.1016/j.ympev.2006.10.003
https://doi.org/10.7589/0090-3558-28.1.113
https://doi.org/10.5686/jjzwm.14.107
https://doi.org/10.5686/jjzwm.14.107
https://doi.org/10.7589/2016-11-253
https://doi.org/10.1016/j.virol.2019.08.030
https://doi.org/10.1016/j.virol.2018.08.022
https://doi.org/10.1128/JVI.01394-09
https://doi.org/10.1016/j.virol.2007.06.009
https://doi.org/10.1038/s41586-018-0010-9
https://doi.org/10.1038/s41467-020-16876-4
https://doi.org/10.1136/vr.155.5.135
https://doi.org/10.1016/j.cimid.2020.101432
https://doi.org/10.1371/journal.pone.0059399
https://doi.org/10.1371/journal.pone.0059399
https://mbio.asm.org

	MINK
	FERRETS
	FERRETS AS MODELS FOR HUMAN CORONAVIRUS
	(i) SARS-CoV.
	(ii) SARS-CoV-2.
	(iii) MERS-CoV.

	CORONAVIRUSES AND OTHER MEMBERS OF THE MUSTELOIDEA SUPERFAMILY
	CONCLUSIONS
	ACKNOWLEDGMENTS
	REFERENCES

