A preliminary study of fin rays microchemistry data in Salmo trutta : Is it possible to trace back to the original watershed from fin rays ?
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A preliminary study of fin rays microchemistry data in Salmo trutta 

Results

The QDA coupled with the jackknife reclassification shows us a very low percentage of good reclassification in hindsight. 

QDA and Jackknife reclassification

Sea trouts

So, we will not be able to reassign individuals to their watersheds of origin. Otoliths are generally use to provide individual data on fish structure and composition of ecology (Age, migratory status, habitats, etc.) and chemistry data. However, otoliths require the sacrifice of the fish, that is why we are interested in fin rays.
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