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[bookmark: _GoBack]Fig. S1. Chla or Chlb fluorescence emission spectra after excitation at 470 nm and 625 nm.
Chla or Chlb were solubilized in binding buffer (50 mM Tris-HCl (pH 7.5), 150 mM NaCl, 0.04 % NP40) and fluorescence spectra were measured on a FluoroMax-2 instrument using two excitation wavelengths 470 nm (for Chlb) and 625 nm (for Chla). 
The emission wavelengths of the Monolith NT.115 red fluorescence detector are highlighted in red.

Fig. S2. Data inspection of MST binding experiments between BnD22 and Chla (left) or Chlb (right). 
50 nM of Chla or 80 nM of Chlb were mixed with a titration series of BnD22 in binding buffer (50 mM Tris-HCl (pH 7.5), 150 mM NaCl, 0.04% NP40). After 30 min of binding, fluorescence was measured at 100 % LED. Distribution of initial fluorescence was represented either individually for each capillary for Chla (A) or Chlb (B), or normalized and overlayed for Chla (C) or Chlb (D). The variation within ±10 % of the average is highlighted in blue. 

Fig. S3. Sequence alignment of WSCPs from Brassica napus (BnD22, uniProt: Q43395), Brassica oleracea (BoWSCP, uniProt: Q7GDB3) and Lepidium virginicum (LvWSCP, uniProt: O04797). 
The signal peptides are shown with a grey background. Black bar indicates the Kunitz motif. The box indicates the region homologous to the chlorophyll binding motif. Chla/b affinity motifs are in green. Amino acids close to the Chls chlorine macrocycle are underlined and bold. Black arrow indicates post-translational cleavage site. The asterisks indicate fully conserved residues.
