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® What is FAANG?

Functional Annotation of ANimal Genome
www.faang.org

f
%
\
// Functional Annotation of Animal Genomes

* Aims
» Standardize core assays and experimental protocols
* Coordinate and facilitate data sharing
* Improve functional annotation of animal genomes
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https://www.faang.org/

® FAANG Data Portal

https://data.faang.org

A
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fAANG Home Records ¥ Projects Summary Submit ~ Search Help

ERR3626635_2

\,

File name: ERR3626635_2 fastq.gz
Release date: 2019-10-29
Update date: 2019-10-29
Organism: Bos taurus
Specimen: SAMEA4447778
BioSample ID: SAMEA4447799
File size: 371829560 (354.6MB)
Archive: ENA
Read count: 4361251
Base count: 1317097802
Submission: ERA2191575
Experiment: ERX3620479
Study: PRJEB35127
Study title: Bovine gene expression atlas
Related Downloads
Name File size Checksum
INRAZ ERR3626635_1.faslq.gz 323.25MB 965be71a8bbcag1c1d5827b9ef145a13
ERR3626635_2 fasiq.gz 354.6MB 154e18c8e391725cbfad56a3ic7aas7?
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® VizFaDa

e Funded by the ANR in a call for open science projects
* Aims
* Interactive visualization
* RNA-Seq
* ChIP-Seq, ATAC-Seq
* DNA methylation
e Automatically process new data
* Encourage FAANG data usage
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® Data Processing Overview
From FAANG data to Clustered Heatmaps

nexcflow
: Processed
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® Data Processing Overview
From FAANG data to Clustered Heatmaps

Gene Samplel

e Gene Sample 2
P3fg Gene Sample3
Processed ol 6| Gene 1 150
Data ,_E Gene 2 0
| i | Gene 3 20

Pairwise
correlation

Correlation
matrix
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® Data Processing Overview
From FAANG data to Clustered Heatmaps
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Sample3 Samplel Sample2

Sample 3

Sample 1

Sample 2
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® Example of visualization

Species v
RNASeq s
Gallus_gallus v

Filters -

Highlights -

Annotation -

Annotate :
cellType_text v

CD4-positive helper T CD8-positive, alpha-
. cell .

B adipose tissue [ cerebellum

) cortex [l hypothalamus

W liver [ liver parenchyma

— skeletal muscle

~lung ;

o tissue —
[ spleen
Graph options -
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beta cytotoxic T cell —

1.0

0.9

L

- ERR1464187
- ERR1464188
- ERR1464191
- ERR1464192
-ERR1464189
- ERR1464190
ERR2664180
- ERR2664198
ERR2664197
ERR1464200
ERR1464199

[ , ™

ERR1464195

ERR1464196
ERR1464186

ERR1464185

%—ERR1464198
- ERR1464197
ERR1464194
ERR1464193
ERR2664214
ERR2664215
ERR2664217
ERR2664216
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® ChlIP-Seq processing

9120 kb 9130 kb

Jaccard index on peaks
H 3 K4m e3 The intersect of A & B

Peaks = (e)
division

J(A,B) =

The unionof A& B

hod b kd ok (e)
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Input
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® ChIP-Seq annotated by target

: 1.0
Species -
0.8
0.6
ChIPSeq v
0.4
Gallus_gallus v
0.2
Filters = I— =
Highlights v -
Annotation v r
Annotate : -
experiment_target v l
[l c1cF
B H3K27Ac
- H3K27Me3 _
[l H3K4Mel
7 input DNA
Graph options =
—
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961 -

971 -

968 -

960 -

964 -

1933 -

/[

- ERR3791926
- ERR3791940
- ERR3791936
- ERR3791943
- ERR3791922
- ERR3791929
- ERR3791915
- ERR3791908
- ERR3791912
- ERR3791904
- ERR3791905
- ERR3791918
- ERR3791961
- ERR3791971
- ERR3791968
- ERR3791960
- ERR3791964
- ERR3791933
- ERR3791947
- ERR3791932
- ERR3791919
- ERR3791946
- ERR3791954
ERR3791957
ERR3791950

947 -
932 -
919 -
946 -
954 -
957

950
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® Epigenetic profiles

RNA-Seq Quality
Control Report
Processing Correlation matrix

Processing
|I| ChlIP-Seq Quality
! Control Report
INRAD
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® Epigenetic profiles

Processing

KSame specimen\

Specimen
matching

Processing

RNA-Seq Quality
Control Report

Correlation matrix

Epigenetic
profile

ChlIP-Seq Quality
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® Epigenetic profiles

H3K4me3 ChIP-Seq in Bos taurus cerebellum
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e Epistack

* R package created by
Safia Saci and
Guillaume Devailly
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® Work in progress

* Web app improvement
* UX/Ul improvement
* Allow user to add their own data

* Processing
* Add support for DNA methylation data
e Automatically integrate new data

e Add VizFaDa to FAANG data portal
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® Web Application

Example: RNA-Seq data of liver tissue in cows

VizFaDa wen

Species v

RNASeq v

Bos_taurus v 0 m [
- 0:6 IE_%.—;Q.#&H ugl% =

Filters v

Field : cellType_text x

liver parenchyma x | liver x
Values : .
lobe of liver x

Add Filter !

Highlights v

Annotation v

Annotate :
cellType_text v

B liver [ liver parenchyma
[l Iobe of liver

Graph options -

[

L0000 ODNDOMOOO0TFT VOO NDONDINATMNSONDDNINO WO N®

- ERR2736744

ERR2437794
ERR2437979
ERR2437798
ERR2437985
ERR2437789
ERR2437969
ERR2437968
ERR2664183
ERR3555908
ERR3555960
ERR3556040
ERR3555924
ERR3555928
ERR3556036
ERR3555980
ERR3556012
ERR3555868
ERR3555856
ERR3626382
ERR3626388
ERR3625555
ERR3625551
ERR3625944
ERR3625263
ERR3625257
ERR3625946
ERR3625219
ERR3625849
ERR3625855
ERR3625850
ERR3626298
ERR3626291
ERR3625512
ERR3625518
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® Web Application

Example: RNA-Seq data of liver tissue in cows

Species -

RNASeq v

Bos_taurus v

Filters =

Field :

cellType_text x

liver parenchyma x | liver x
Values : . -
lobe of liver x

Add Filter ’

Highlights -

1.0

Annotation -

Annotate :
experiment_assayType i

RNA-seq of coding RNA-seq of non
. RNA . coding RNA
microRNA profiling by
RNA-seq of total RNA . high throughput
sequencing
transcription profiling
[l by high throughput
sequencing

I

yType
ERR2736744 -
ERR2437794

ht_assa

ERR2437979

ERR2437798

ERR2437985

ERR2437789

ERR2437969

ERR2437968

ERR2664183

ERR3555908

ERR3555960

ERR3556040

ERR3555924

ERR3555928

ERR3556036

ERR3555980

ERR3556012

ERR3555868

ERR3555856

ERR3626382

ERR3626388

ERR3625555

ERR3625551

ERR3625944

ERR3625263

ERR3625257

ERR3625946

ERR3625219

ERR3625849

ERR3625855

ERR3625850

ERR3626298

ERR3626291

ERR3625512

ERR3625518

- ERR2736744

ERR2437794
ERR2437979
ERR2437798
ERR2437985
ERR2437789
ERR2437969
ERR2437968
ERR2664183
ERR3555908
ERR3555960
ERR3556040
ERR3555924
ERR3555928
ERR3556036
ERR3555980
ERR3556012
ERR3555868
ERR3555856
ERR3626382
ERR3626388
ERR3625555
ERR3625551
ERR3625944
ERR3625263
ERR3625257
ERR3625946
ERR3625219
ERR3625849
ERR3625855
ERR3625850
ERR3626298
ERR3626291
ERR3625512
ERR3625518
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® Web Application

Example: RNA-Seq data of liver tissue in cows

Species

RNASeq

Bos_taurus

Filters

Field : cellType_text x

liver parenchyma x
Values : .
lobe of liver x

Field : experiment _assayType X
Values : RNA-seq of coding RNA x

Add Filter ’
Highlights
Annotation

Annotate :
run_instrument

. lllumina Genome
Analyzer lIx

1.00

0.95

0.90

0.85

0.80

-0.75

[ illumina HiSeq 3000

hent
217 -
845 - |
851 -
852 -
218 -
297 -
298 -
293 -
516 -
515 -
952
953
260
259
947
383
385
389
558
552
791
967
787
986
985
982
975
979
973

- ERR3625217

- ERR3625846
| - ERR3625844

- ERR3625847
- ERR3625852

i - ERR3625221

- ERR3625220
- ERR3626288
- ERR3626298
- ERR3626296
- ERR3626294
- ERR3625517
- ERR3625515
- ERR3625518
ERR3625944
ERR3625954
ERR3625260
ERR3625261
ERR3625264
ERR3625948
ERR3626383
ERR3626381
ERR3626380
ERR3626378
ERR3625558
ERR3625555
ERR3625553
ERR2437968
ERR2437967
ERR2437966
ERR2437790
ERR2437797
ERR2437985
ERR2437981
ERR2437793
ERR2437974
ERR2437979
ERR2437794
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® Web Application

Example: RNA-Seq data of liver tissue in cows

VizFaDa ren

Species -

RNASeq v

Bos_taurus v

Filters v

LS S kL
m
20
)
W
o
N
o
N
o
»~

Field : cellType text x

liver parenchyma x
Values : .
lobe of liver x

Field : expenment assayType x
Values : RNA-seq of coding RNA x

Add Filter ‘

ERR2437794

Highlights v

ERR3625217
ERR3625845 -
ERR3625851
ERR3625852 -
ERR3625218 -
ERR3626297 -
ERR3626298 -
ERR3626293 -
ERR3625516 -
ERR3625515 -
ERR3625952
ERR3625953
ERR3625260
ERR3625259
ERR3625947
ERR3626383
ERR3626385
ERR3626389
ERR3625558
ERR3625552
ERR2437791
ERR2437967
ERR2437787
ERR2437986
ERR2437985
ERR2437982
ERR2437975
ERR2437979
ERR2437973

Values : male x

Add Highlight |

Organism_developmentalStage_text
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® Web Application

Example: RNA-Seq data of liver tissue in cows

VizFaDa #en

: 1.00
Species -
0.95
0.90
RNASeq v 0.85
Bos_taurus v 0.80
-0.75
Filters -
X
Field : cellType_text x .
liver parenchyma x | liver x
Values : b . y -
lobe of liver x
X
Field : experiment _assayType X
Values : RNA-seq of coding RNA x
Add Filter ‘
Highlights v
Annotation v
Annotate :

specimenFromOrganism_animalAgeAtCollectior v

H 6.0 BHz2o
Wso

pmOrganism_animalAgeAtCollection_text

ERR3625217 +

ERR3625845 -

ERR3625851 -

ERR3625852 -

ERR3625218 -

ERR3626297 -

ERR3626298 -

ERR3626293 -

ERR3625516 -

ERR3625515 -

ERR3625952

ERR3625953

ERR3625260

ERR3625259

ERR3625947

ERR3626383

ERR3626385

ERR3626389

ERR3625558

ERR3625552

ERR2437791

ERR2437967

ERR2437787

ERR2437986

ERR2437985

ERR2437982

ERR2437975

ERR2437979

2
%—ERR36253

ERR3626383
ERR3626381
ERR3626380
ERR3626378
ERR3625558

ERR2437790
ERR2437797
ERR2437985
ERR2437981
ERR2437793

ERR2437794

ERR2437973
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® FAANG Data Portal

https://data.faang.org
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FAANG files

Standard Download data

Experiment Species Assaytype  Target Instrument

Legacy .
File name Study Specimen Standard published
FAANG EEZD SRRO00281 2 SRP030134 SRX357350 Bos RNA-Seq Unknown SAMN02361031 lliumina Legacy ®
taurus Genome
Analyzer lIx
Species - )
SRR999281_1 SRP030134 SRX357350 Bos RNA-Seq Unknown SAMN02361031 lllumina Legacy @
taurus Genome
Bos taurus EZED Analyzer Iix
i SRRO99280 2 SRP030134 SRX357349 Bos RNA-Seq Unknown SAMNO02361031 lllumina Legacy @
e taurus Genome
gallus
Analyzer lix
Sus scrofa €2 SRR999280_1 SRP030134 SRX357349 Bos RNA-Seq Unknown SAMNO02361031 lllumina Legacy @
taurus Genome
Analyzer lix
Assay type 4 SRRO09279 2 SRP030134 SRX357348 Bos RNA-Seq Unknown SAMNO02361030 lllumina Legacy ®
taurus Genome
RNA-Seq Analyzer lix
SRRO99279 1 SRP030134 SRX357348 Bos RNA-Seq Unknown SAMN02361030 lllumina Legacy x)
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