N

N

Research Data Management Toolkit (RDMXKkit):
guidelines for plant phenotyping data management and
sharing
Erwan Le Floch, Anne-Francoise Adam-Blondon, Isabelle Alic, Bert
Droesbeke, Stijn Dhondt, Daniel Faria, Sebastian Beier, Pascal Neveu, Nicolas

Francillonne, Célia Michotey, et al.

» To cite this version:

Erwan Le Floch, Anne-Frangoise Adam-Blondon, Isabelle Alic, Bert Droesbeke, Stijn Dhondt, et al..
Research Data Management Toolkit (RDMkit): guidelines for plant phenotyping data management
and sharing. 7th International Plant Phenotyping Symposium, Sep 2022, Wageningen, Netherlands.
, 2022, 10.5281/zenodo.7148792 . hal-03800325

HAL Id: hal-03800325
https://hal.inrae.fr /hal-03800325
Submitted on 6 Oct 2022

HAL is a multi-disciplinary open access L’archive ouverte pluridisciplinaire HAL, est
archive for the deposit and dissemination of sci- destinée au dépot et a la diffusion de documents
entific research documents, whether they are pub- scientifiques de niveau recherche, publiés ou non,
lished or not. The documents may come from émanant des établissements d’enseignement et de
teaching and research institutions in France or recherche francais ou étrangers, des laboratoires
abroad, or from public or private research centers. publics ou privés.

Distributed under a Creative Commons Attribution 4.0 International License


https://hal.inrae.fr/hal-03800325
http://creativecommons.org/licenses/by/4.0/
http://creativecommons.org/licenses/by/4.0/
https://hal.archives-ouvertes.fr

elixir

Research Data Management Toolkit (RDMKkit): guidelines
for plant phenotyping data management and sharing

Erwan Le Floch 12, Anne Francoise Adam Blondon ', Isabelle Alic 3, Bert Droesbeke 4, Stijn Dhondt >, Daniel Faria ’3, Sebastian Beier °, Pascal Neveu 3, Nicolas Francillonne 2, Célia Michotey 2, Cyril Pommier *

1 : Université Paris-Saclay, INRAE, URGI, 78026, Versailles, France.

2 : Université Paris-Saclay, INRAE, BioinfOmics, Plant bioinformatics facility, 78026, Versailles, France.
3 : MISTEA, University of Montpellier, INRAE & Institut Agro, France

4: VIB Center for Plant Systems Biology, 9052 Ghent, Belgium

Efficient sharing of plant phenotyping data is a challenge that has been
addressed during the last two decades by European infrastructures (ELIXIR,
EMPHASIS) and international communities (CGIAR), that allowed to
coordinate the effort of major institutes developing activities in the
domain.

They produced consistent and interoperable sets of resources to support

plant phenotyping data management:

e data standards: Minimum Information About Plant Phenotyping
Experiments (MIAPPE), and the Breeding APl (BrAPI)

e databases: PIPPA, PHIS, GnplS, e!DAL-PGP among others

e exchange file formats: MIAPPE Template, ISA-Tab

These systems and standards have been designed to be as close as possible
to researchers and experimenters needs. As a consequence, important
efforts have been made to ease their adoption through documentations
and trainings. However all these resources remain dispersed, and it can be
complicated for new users to know where to get the right information.
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To address this issue, ELIXIR has developed in the frame of the
ELIXIR-CONVERGE project a central portal of guidelines and resources
supporting FAIR data management in Life Sciences: the Research Data
Management toolkit (RDMKkit).

RDMkit is a one stop portal that gives a general overview and
understanding of the complementarity of the solutions, and links back to
the extended documentation and training materials maintained for each of
them. To develop and sustain this portal, ELIXIR has engaged with various
communities, infrastructures and projects, among which the ELIXIR plant
science community and the AGENT project.

In the RDMKkit, the plant community has built a set of pages and in
particular is building plant phenotyping guidelines. The present poster gives
an overview of the RDMKkit logic and of the solutions presented in the plant
sciences pages, including the procedures and contact to submit enrichment

and additional solutions.
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Everyone is welcome to contribute to this site, and we've tried to make it as easy as possible. Cho

Plant sciences page:
rdmkit.elixir-europe.org/plant_sciences

Plant phenomics tool assembly:
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rdmkit.elixir-europe.org/plant phenomics assembly
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