Inference of genome-scale metabolic networks

Characterizing natural communities (meta)genomics data

Calculating cooperation and competition potentials
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  with experimental data ? à growth and pH curves and metabolomics data Identification of parameters to fit with experimental data -The model do not capture all modifications brings by the community -Integration of transcriptomic data is not significantly different -Is qualitative result enough for characterizing communities ? 26

••

  ,T,S) :-pscope(M,S), reactant(M,_,T),not product(M,_,T),S!=T. Numerical accuracy not mandatory to characterize community 37 Our method based on discrete modeling seems to characterize natural community à improve cooperation and competition scores • Test on different communities à Hiring data (genomic data)

  

  

  

  

  

Stoichiometric matrix =

List of pre-defined interest compounds : Bacterial concentration : q S = Quorum sensing :

dFBA results after optimization

The small number of parameters is sufficient to explain the experimental data What about metabolomics ? 

Community dFBA results

Not all of them

Cooperation and competition metrics