able to colonize more than 600 host plants,major pest on cucurbits

• a sap feeder and efficient plant viruses vector

• mainly asexual reproduction insect

• overlapping generations

• Restrictions of insecticide use promote aphid resistant cultivars deployment.

• The cluster Vat in melon confers resistance to infestations and also inhibits plant infections by non-persistent viruses transmitted by A. gossypii.

• The cluster Vat has been introduced into commercial lines that have strong success in southern France.

Which overcoming system is the most efficient ?

May drift occur in populations of clones overcoming resistance ? Evolution Mutation Natural Selection Gene flow Genetic drift

Introduction Evolution Forces

• A. gossypii populations has evolved to overcome Vat resistance.

C6 and CUC1 clones overcome Vat resistance in different manners.

Resistance (ETI) not triggered, ETI triggered but overcome

• In populations, four forces occur => which clones extinct or continue in nature.

• Laboratory conditions allow to study only the effects of drift and selection within the populations.

Introduction

Develop a technique to determine aphid clone frequencies in a population. 

Amplicon characteristics

• At least 3 SNPs homozygous for clones CUC1 and C6.

• Highly conserved regions for primer design.

• Amplicon length limited to Illumina read length (150 bp).

• Minimum expected coverage per aphid 10 X 

•

  Not possible to verify amplicons obtained by Illumina before biological tests

•

  Not Confidence band at 95% shows accuracy ± 5% Only two values were outside of the confidence interval of predicted point. Error test in tubes manipulation does not explain values outside interval. to analyze the biological tests A vérifier Avec des cohortes de pucerons d'âges différents Avec des mélanges de 100-500 pucerons Technical development Develop a technique to determine aphid clone frequencies in a population. • Low cost • Accurate Investigate selection and drift occurrence in aphid populations.
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• Low cost • Accurate Investigate selection and (drift) occurrence in aphid populations.