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CORRECTION

Correction: Theoretical accuracy 
for indirect predictions based on SNP effects 
from single‑step GBLUP
Andre Garcia1*   , Ignacio Aguilar2, Andres Legarra3, Shogo Tsuruta1, Ignacy Misztal1 and Daniela Lourenco1 

Correction: Genetics Selection Evolution (2022) 54:66 
https://doi.org/10.1186/s12711-022-00752-4

After publication of this work [1], we noticed that there 
was an error in Eqs. (14) to (19) presented on page 4 
of the paper, where we refer to the term var(â) as the 

prediction error covariance (PEC) of SNP effects which 
is not correct.

The correct equations should be:
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Then,

Therefore,

Please note that the equations are correctly pro-
grammed in the software used for analyses, and the cor-
rections above do not affect the end results presented in 
the manuscript.

We thank Dr. Matias Berman from The University of 
Georgia and Dr. Jeremie Vandenplas from Wageningen 
University for their interest and suggestions to correct 
the manuscript.
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