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In field crickets, males and female express

genetically distinct behavioral syndromes,

leading to diverging evolutionary responses

Cross-sex genetic correlations
constrain the evolution of a
behavioral syndrome

< Raphaél Royauté?!, Ann Hedrick?, Ned Dochtermann?

CONTEXT

* Behaviors often integrated into syndromes & have
genetic basis

* Sex-specific architecture unknown

* Implications for the evolution of behavioral
dimorphism

METHODS

* Field crickets (Gryllus integer) collected from 4
populations

* Breeding design over 3 generations and behavioral
phenotyping of 965 individuals
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RESULTS
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FIGURE 1. Males and females
expressed diverging behaviors
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(Pmcmc = 0.90). Males had

more genetic variation in
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Pmcmc: Bayesian probability for finding a

difference among sexes.
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FIGURE 2. Genetic variance-
covariance matrix. Heritabilities
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