Marie-Pierre Sanchez 
  
Clémentine Escouflaire 
  
Aurélia Baur 
  
Fiona Bottin 
  
Chris Hozé 
  
Mekki Boussaha 
  
Sébastien Fritz 
  
Aurélien Capitan 
  
Didier Boichard 
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scientifiques de niveau recherche, publiés ou non, émanant des établissements d'enseignement et de recherche français ou étrangers, des laboratoires publics ou privés.

X-linked genes influence various complex traits in dairy cattle Missing h² in complex traits X chromosome often excluded from GWAS due to its hemizygosity in mammal males Yet, the X chromosome is the 2 nd largest chromosome of the bovine genome with 1132 annotated genes Use of large dairy cattle datasets to:

1. Assess the relative importance of the X chromosome in the genetic determinism of complex traits in dairy cattle 

Conclusions
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Importance of the X chromosome in the genetic determinism of complex traits in dairy cattle Identification of new functional candidate genes and variants for milk traits, udder health, fertility, and stature Extension to other mammal species as many X-linked genes are shared among mammals
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  2. Identify candidate causative X-linked genes and variants through within-breed and meta-analyses of association