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Regarding the goat species, to date, the only way to evaluate lipolysis in samples is by means of a chemical method, which is relatively expensive and time-consuming. We therefore aimed to develop a prediction equation for milk lipolysis that is specific to goat milk. Our new equation has a coefficient of determination R²=0.91, with a residual standard deviation (Sy,x) of 0.20 mmol/100 g fat. The accuracy of these new prediction equations constitute new tools to improve the control of lipolysis in dairy farms and opens new roads to explore the genetic determinism of milk lipolysis in goats and cattle.
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