Marianne Defresne 
  
Thomas Schiex 
  
Sophie Barbe 
  
Computational Protein Design with Artificial Intelligence

 with specific design constraints related to the precise design objective. However, various generally desirable properties such as expressivity, solubility or hydrophilicity are extremely difficult to capture mathematically in such score functions. Recent deep learning-based methods can implicitly capture these general properties by training on natural proteins. But then, specific design constraints become difficult to enforce with deep learning.

 in terms of Native Sequence Recovery, a commonly used metric for CPD. We are currently testing it on applied projects that we will briefly present.