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INTRODUCTION

* Mastitis, an inflammation of the mammary gland, is a prevalent production < A better knowledge on host-pathogen interactions is required to develop novel
disease in dairy herds worldwide affecting animal health and milk quality and preventive or curative strategies against S. aureus mastitis.

causing economic losses. * Extracellular vesicles (EVs) are nano-sized particles secreted by most cells and

involved in intercellular communication.
* EVs secreted by S. aureus N305, a bovine mastitis isolate, induce a pro-
inflammatory response expression in vitro and promote tissue inflammation in vivo.
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Objective: identification of genes and signaling
 Staphylococcus aureus is one of the most important etiological agent of mastitis. L pathways involved in EVs-host cell interactions )

* Treatment against S. aureus-induced mastitis is still ineffective.

MATERIAL AND METHODS

EVs purification protocol Wide identification and validation of genes and signaling pathways triggered by S. aureus EVs
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RESULTS & DISCUSSION
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EVs activate a vast number of genes, regulating
inflammatory, necroptotic and apoptotic pathways
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