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2 — The Galaxy-SynBioCAD portal

'.' » Collection of Galaxy-ready tools and workflows

O & = https://galaxy-synbiocad.org/ 2 <

= Galaxy-SynBioCAD A Workflow Visualize Données partagées~ Admin Aide~ Utilisateur~ M
* Interoperable and standardized input / output: o
» SBML (metabolic pathways)

Lift-Over
}) RetroPath2.0 Pathways

» SBOL (genetic constructs)

Fetch Alignments/Sequences # RetroPath2.0 D x (csv)

| . Operate on Genomic Intervals 9 Rules File 0J RP2paths (Compounds) :eacc;::;ete
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| - - . Graph/Display Data Target to produce (text) > P Source InChl ) RP2paths compounds
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Model ) Strain network
n . SynBioCAD Genetic Design — ) j @ Sink from SBML
» pathway analysis and scoring [ ik s el

(input) ?

* genetic / plasmid design

SynBioCAD Pathway Analysis

* sensing-enabling pathway design okt SR
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» Showcase: automate design and construction of v [1 T[] 77 2

lycopene-producing strains at the bench
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Target to produce

INChI=1/C40H56/c1-33(2)19-13-23-37(7)27-17-31-39(9 )
/& 2: Pick SBML Model (Galaxy Version 0.0.1) ®
Strain
Escherichia coli str. K-12 substr. MG1655 (iML1515) v o
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SOURCE CODE PACKAGE WRAPPER

- N\ Y (= Galaxy\ r D o Git commits trigger GitHub actions
a O CONDA . PROJECb mggggv :> = useGalaxy.3K » Tools released as conda packages
N <N V= SO J  Wrappers validated with Planemo

o T "5 o T » Tools available from the Galaxy ToolShed
SAne * Integration with the IUC repo in progress
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