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As global warming becomes more potent, heat waves and overall temperature SR A A I A N e
InNCrease causes damage to agronomical systems. Excessive heat causes animal 17— ) o | : epeRD
welfare and production complications within developed and developing countries. | X GENEPI
INRAE designed an experimental cross to study the genetic basis of heat 0 i GenPhvSE
sensibility in pigs. This cross was between the cosmopolitan Large-White race Gondil Godil f y
(industrially selected for its growth capacity) and the Creole race, from . Sl Arthur Durante
. . arthur.durante@inrae.fr
Guadeloupe, anq adapted to ftrop@:al envwlon.mentls. | Ly YJ LinkedIn: Arthur Durante
Crossbred offsprings were raised in two distinct climates (n=180 per environment). .., g 4 o
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Here, we focus on the effects of genetics, climate and heat-stress on gene 181 180
expression levels in the whole blood B ::::::
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> Genotype x Environment (GXE)
Interactions are defined by dissimilar
genetic effects between
environments. s
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Trans-eQTL: Difference in gene expression:
> EVL is an example of genes with a > D | |
cis-eQTL and a trans-eQTL located NKAPD1 (A_72_P152056) Differential expression
on the ChrOmosome 12. adj.p.value : 1.02e-67 aﬂalYSIS I’evealS 3531 geﬂeS
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pression
percentage of expression variance explained by genetics: 0.75 with trans-eQTLs on chromosome . > o |
5322 j 12. 39 of them shared a statistically % | Similar analysis were
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transcriptomic signature of
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