N

N

Identification and characterization of a large multigene
family of cooperating effector genes facilitating
cell-to-cell mobility conserved in Dothideomycetes and
Sordariomycetes
Nacera Talbi, Mila Blekemolen, Like Fokkens, Corinne Audran, Yohann
Petit-Houdenot, Cécile Pouzet, Francoise Blaise, Elise J Gay, Thierry Rouxel,

Marie-hélene Balesdent, et al.

» To cite this version:

Nacera Talbi, Mila Blekemolen, Like Fokkens, Corinne Audran, Yohann Petit-Houdenot, et al.. Iden-
tification and characterization of a large multigene family of cooperating effector genes facilitating
cell-to-cell mobility conserved in Dothideomycetes and Sordariomycetes. International Congress of
Plant Pathology, Aug 2023, Lyon, France. hal-04565521

HAL Id: hal-04565521
https://hal.inrae.fr /hal-04565521

Submitted on 1 May 2024

HAL is a multi-disciplinary open access L’archive ouverte pluridisciplinaire HAL, est

archive for the deposit and dissemination of sci-
entific research documents, whether they are pub-
lished or not. The documents may come from
teaching and research institutions in France or
abroad, or from public or private research centers.

destinée au dépot et a la diffusion de documents
scientifiques de niveau recherche, publiés ou non,
émanant des établissements d’enseignement et de
recherche francais ou étrangers, des laboratoires
publics ou privés.


https://hal.inrae.fr/hal-04565521
https://hal.archives-ouvertes.fr

m]m

Identification of a large multigene family of cooperating effector genes facilitating

'\ -\'

- cell-to-cell mobility conserved in Dothideomycetes and Sordariomycetes
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1. AvrLm10A and AvrLm10B avirulence effectors of 2. Expression kinetics of the AvrLm10 effector gene family
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AvrLm10A homologues identified in 30 plant pathogenic fungi from the Dothideomycetes and the Sordariomycetes
families. One of then, Six5 from Fusarium oxysporum f.sp. lycopersici (Fol) physically interacts with the avirulence
effector Avr2 and is required for the movement of Avr2 from cell to cell through plasmodesmata (Ma et al., 2015;
Cao et al., 2018).

AvrLm10A / Six5: conserved cooperating effectors facilitating the transport of other effectors from cell to cell in
plant pathogenic fungi?

6. AviLm10A( like) effectors are able to transport their

effector partner and Avr2 from cell-to-cell
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when expressed with their effector partner. . _
AvrLm10A and AvrLm10A _like2 are able to transport their effector partner from cell to cell, and the three

AvrLm10A(_like) effector can replace Six5 in the transport of Avr2.

Conclusion
« We identified 71 AvrLm10A / Six5 homologs in plant pathogenic fungi (Sordariomycetes and ,
Dothideomycetes) Perspectives

* These AvrLm10A / Six5 homologs are associated with 8 different putative effector families

Is the effector transport mechanism through plasmodesmata conserved in other plant pathogenic fungi?

* At least in F. oxysporum and L. maculans, the role of cooperating AvrLm10A / Six5 effectors is to facilitate

the transport of their effector partner (and Avr2) from cell-to-cell through plasmodesmata What is the role of the transported effector? (suppression of PTI?)
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