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Context & objectives Aims -

» Periphyton, as an assemblage of various taxa (microalgae, diatoms, bacteria, fungi), is a relevant model to (1) To highlight common vs distinct
evaluate the impairment of ecosystem functions in aquatic systems facing global change. [1,2] metabolome response between periphytic

» There is a paucity knowledge about the differences in species sensitivity to chemical stress within these species facing chemical stress
communities, which is critical to their structure and functioning [3,4].

(2) Explore and compare the chemical
landscape of various periphytic species

» Untargeted metabolomics is a relevant approach to assess the whole molecular phenotype of organisms
and their consortium facing environmental stress, especially the chemical stress [5, 6]
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Experimental & Analytical workflow
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v’ For all herbicides and their mixture, the modulated signals differed between the species
and even the co-culture = The metametabolome response is species-specific

** after anova t.test (pvalue=0.05, Fold change >1.5)
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Major outcomes & Perspectives > Next steps :

1) To enlarge the chemical landscapes
» The clustering according the species highlighted marked differences in the metabolome of the species, even at TO (data not shown) b(y)integratigg hydrophilic ESI- and P

» Overall, marked species differences in the response to the herbicides in terms of identity, number and fold change (down- vs up- linophilic ESI+/- datasets

regulation) of features or annotated metabolites (NPC_pathway) (2) To compare the response of each
» In accordance with species difference in the metabolome fingerprints at TO (data not shown), the chemical landscape revealed species to the different herbicides to
abundance discrepencies between the three species, with some metabolites only present in two or even one species. highlight potential specific toxicity
pathways
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