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❑Milk oligosaccharide metabolization depends on their

structure and varied within a same genera

❑Whole genome sequencing is ongoing to identify

genes implicated in MO metabolization

Analyze functional links between MO structural diversity and

metabolic capacities of intestinal commensal bacteria in newborn pigs

and rabbits.

Milk oligosaccharides (MOs) are bioactive component with multiple

benefits for neonatal and long term health. Interestingly milk

oligosaccharides composition varies widely among mammalian

species. The influence of this high structural diversity of MOs on the

holobiont development remains to be explored.

Bacterial families isolated from pig and rabbit gut Bacterial degradation of MOs is structure dependent

Gut health benefits of MO

B. fragilis

B. Thetaiotaomicron

P. dorei

P. vulgatus

149 isolated colonies

17 identified strains
94 isolated colonies

26 identified strains
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