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Milk oligosaccharides (MOs) are bioactive component with multiple  prevents adhesion ’b?p* @ immunomodulation
benefits for neonatal and long term health. Interestingly milk eorre oo 2006, - o e et al_2019)
oligosaccharides composition varies widely among mammalian M;”‘“ey otal. 2014) _Prebioticaction Strengthens the epithelial
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species. The influence of this high structural diversity of MOs on the %;s};u (Marcobal et al. 2011, Salli et Butyrate by Bifidobacterium
holobiont development remains to be explored b 7l 2bet, Hineretal 2022 (Sullgo et al. 2020)
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Results

Bacterial families isolated from pig and rabbit gut Bacterial degradation of MOs is structure dependent
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