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Effective forest management can protect forests and enhance adaptation
to climate change. In French Guiana, timber exploitation and climate
change are threatening Dicorynia guianensis, a drought-sensitive tree
that plays a crucial role in timber harvests®. Understanding its genetic
adaptation to environmental variations through landscape genomic stu-
dies? is essential to designing better management programs.
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Objective: identify significant outlier loci associated with environ-
mental variation in Dicorynia guianensis in French Guiana

Material: whole genome resequencing of 87 individuals distributed
over 11 sites with varying environmental conditions

Figures. On top, geographic distribution of sampling sites of Dicorynia guianensis in French
Guiana along the rainfall gradient with the number of individuals (N) in each site. On the left, pic-
ture of Dicorynia guianensis in sampling area.

Methods: outlier analysis methods, based on genetic structure and ge-
notype-environment association methods>
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