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A dual function of SnRK2 kinases in the regulation of SnRK1 and plant growth 
Borja Belda-Palazón1, Mattia Adamo1, Concetta Valerio1, Liliana Ferreira1, Ana Confraria1, Diana Reis1, Américo Rodrigues2, Christian 
Meyer3, Pedro Rodriguez4, Elena Baena-González1 
1Instituto Gulbenkian de Ciência, 23MARE Marine and Environmental Sciences Centre, ESTM, Instituto Politécnico de Leiria, 34Institut 
Jean-Pierre Bourgin (IJPB), INRAE, AgroParisTech, Université Paris-Saclay, 42Instituto de Biología Molecular y Celular de Plantas, 
Consejo Superior de Investigaciones Científicas–Universidad Politécnica de Valencia 
Presenter: Elena Baena-González 
Adverse environmental conditions trigger responses in plants that promote stress tolerance and survival at the expense of growth. 
However, little is known of how stress signaling pathways interact with each other and with growth regulatory components to 
balance growth and stress responses. In this talk, I will show that plant growth is largely regulated by the interplay between the 
evolutionarily conserved energy sensing AMPK/SnRK1 kinase and the ABA phytohormone pathway, through an unexpected dual 
function of the main drivers of ABA signaling, the SnRK2 kinases. In non-stress conditions SnRK2s are required to form complexes 
that repress SnRK1, thereby promoting TOR signalling, growth and development. In the presence of ABA these repressor complexes 
dissociate, releasing the two SnRK kinases, and allowing SnRK1 to repress growth through the inhibition of the TOR. Coupling the 
ABA-SnRK2 module to the evolutionarily conserved SnRK1-TOR axis confers plants the capacity to regulate growth in response to 
water availability and may have been crucial for the establishment of terrestrial life. 
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Regulatory Network behind Systemic Nitrogen Signaling in Arabidopsis 
Arthur Poitout1, Gabriel Krouk2, Benoît Lacombe2, Sandrine Ruffel3 
1B&PMP, 2B&PMP CNRS, 3B&PMP INRAE 
Presenter: Sandrine Ruffel 
Rapid adjustment of plant physiology and development to external fluctuations is critical for sessile organism, giving a singular 
interest to network signaling controlling these mechanisms. Among many adaptation processes, root plasticity is primordial to 
optimize nutrient acquisition but relies on a complex network integrating local and systemic signaling. Indeed, locally, plants invest 
resource in soil area where nutrients are available and systemically they adjust nutrient acquisition to the whole plant demand. Our 
main goal is to decipher systemic signaling underlying the perception of nitrate heterogeneous provision, in Arabidopsis. Using the 
split-root system, in which physically isolated root systems of the same plant were challenged with different environments, we 
previously demonstrated that cytokinin biosynthesis constitutes one critical component of root-shoot-root communication. By 
combining the use of cytokinin mutants with hormone measurements, transcriptomic analysis, nitrate uptake assays, and root 
growth measurements, we show that root to shoot trans-zeatin (tZ) translocation is likely crucial for long distance signaling 
controlling rapid sentinel gene regulation and long-term functional acclimation to heterogeneous nitrate supply. Interestingly, shoot 
transcriptome profiling revealed that glutamate/glutamine metabolism is likely a target of tZ root-to-shoot translocation, prompting 
us to revisit the hypothesis of the role of amino acids into systemic nitrogen signaling. 

Keywords: Systemic signaling, Nitrogen, Cytokinin, Root transport, Development 
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Sucrose: The alpha component of stem branching 
Bolaji Salam1, Francois Barbier2, Christine Beveridge2, Dani Eshel3 
1Agricultural research organisation, volcani, 2School of Biological Sciences The University of Queensland, 3Dept. of Postharvest 
Science, ARO, The Volcani Center 
Presenter: Bolaji Salam 
Shoot branching is an essential feature of plant architecture because it has a significant impact on plant biology and agricultural 
productivity. In some species, including potato, sugars play a key role in the induction of shoot branching (Solanum tuberosum 
L.).The method by which sugars alter shoot branching, on the other hand, is largely unclear. In our studies, we used sugar-mediated 
promotion of bud outgrowth in potato stems under etiolated conditions to answer this question. Sucrose feeding of detached stems 
stimulates the accumulation of cytokinin (CK) and the expression of vacuolar invertase (VInv), an enzyme that contributes to sugar 
sink strength, according to our findings. In the absence of sucrose, CK production and perception inhibitors inhibited sucrose's 
effects, but CK delivered to detached stems promoted bud development and VInv activity. We used genome editing to create vinv 


	ICAR 2021 Cover Page
	Keynote Seminar 1
	Submission 363
	Fighting Climate Change with Plants: Arabidopsis takes center stage
	Joanne Chory



	Plenary 1:  Post-transcriptional Mechanisms of Gene Regulation
	Submission 461
	The widespread endogenous 22-nt siRNAs mediate silencing amplification and stress adaptation in Arabidopsis
	Hongwei Guo


	Submission 412
	Ubiquitin ligase relays and diverse chain topologies coordinate transcriptional reprogramming
	Zhishuo Wang, Beatriz Orosa, Michael Skelly, Heather Grey, Steven Spoel
	Presenter: Steven Spoel



	Plenary 2:  Systems Approaches to Understanding and Engineering Plant Biology
	Submission 434
	Reconstructing regulation: Synthetic expansions of plant metabolism
	Nicola Patron


	Submission 354
	Engineering approaches to untangle plant forms and function
	Naomi Nakayama


	Submission 550
	Functional reconstitution of the bacterial CO2 concentrating mechanism
	David Savage


	Submission 555
	Discovery and Engineering of Plant Chemistry for Plant and Human Health
	Elizabeth Sattely



	Plenary 3:  Intercellular Communication
	Submission 468
	Intercellular communication mediated by mobile transcription factors in the development of root vascular tissues
	Ji-Young Lee


	Submission 344
	Molecular rejection mechanisms of pollen in pistils
	Sota Fujii


	Submission 469
	Beyond defense: glucosinolates as signals for regulating intercellular communication
	Tessa Burch-Smith, Jessica Fernandez, Morgan Strong, Carl Sams, Tarek Hewezi



	Plenary 4:  Plasticity of Plant Development In Response to the Environment
	Submission 353
	Stochastic gene expression drives mesophyll protoplast regeneration
	Yuling Jiao


	Submission 360
	The genetic basis for diversification of leaf form: from understanding to reconstructing
	Miltiades Tsiantis


	Submission 355
	Responses to environments within and across generations: A case study of phenology
	Kathleen Donohue



	Plenary 5:  New Frontiers in Plant-Biotic Interactions
	Submission 404
	Molecular mechanism of host recognition in parasitic plants
	Ken Shirasu


	Submission 552
	Clustering of NLR genes: patterns and functions
	Xin Li


	Submission 364
	My model organism eats your model organism: A Drosophila that attacks Arabidopsis
	Noah Whiteman



	Plenary 6:  Molecular Mechanisms Underlying Cell Differentiation and Intracellular Signaling
	Submission 540
	Retrograde signal triggers diametrically opposed growth and systemic stress responses
	Katayoon (Katie) Dehesh, Jin-Zheng Wang, Liping Zeng


	Submission 553
	Investigations of the relationship between chromatin dynamics and plant cell potency
	Roger Deal1, Paja Sijacic1, Dylan Holder2, Courtney Willett2


	Submission 339
	Gene Imprinting Dynamics Across Scales
	Mary Gehring



	Keynote Seminar 2
	Submission 548
	A mutation is a mutation is a mutation
	Detlef Weigel



	Plenary 7:  Translating Research Into Impact
	Submission 549
	Later is now! - the vital need for innovative disease resistance solutions to reach the field
	Peter van Esse


	Submission 398
	Enhancing Food Security through Rice Genetic Improvement
	Pamela Ronald


	Submission 523
	From Science to Solutions-On-Farm: Thoughts on How to Navigate the Translational Road to Impact
	Vipula Shukla



	Mini-Symposium 1.1:  When Development Meets Stress- Integration of Plant Growth and Defense
	Submission 501
	To grow or defend? Mechanistic insights from the jasmonate signaling pathway
	Presenter: Gregg Howe


	Submission 430
	Reduction of the canonical function of a glycolytic enzyme enolase triggers immune responses via perturbing metabolism homeostasis in Arabidopsis
	Presenter: Jian Hua


	Submission 319
	Control of FLS2-triggered immunity by GOLVEN phytocytokines
	Presenter: Martin Stegmann


	Submission 73
	The receptor kinase SRF3 coordinates iron-defense-growth tradeoff in plants
	Presenter: Matthieu Platre


	Submission 153
	A conserved module regulates receptor kinase signaling in immunity and development
	Presenter: Thomas DeFalco


	Submission 50
	A light-dependent molecular link between competition cues and defense responses in plants
	Presenter: Guadalupe Fernández-Milmanda



	Mini-Symposium 1.2:  Cell Polarity: Driving Morphological and Functional Complexity
	Submission 554
	Polarly localized receptor-like kinases PXC2 and IRK act redundantly during Arabidopsis root development in the radial axis
	Presenter: Jaimie Van Norman


	Submission 460
	A hatching plant cell - Polar RhoGTPase signaling in pollen germination of Arabidopsis thaliana
	Presenter: Philipp Denninger


	Submission 489
	Breaking symmetry: Mechanisms of auxin dependent division plane orientation in early Arabidopsis embryos
	Presenter: Prasad Vaddepalli


	Submission 419
	Polarity-mediated cytoskeletal pathways orient asymmetric divisions during leaf patterning
	Presenter: Andrew Muroyama


	Submission 120
	A Spatiotemporal Molecular Switch Governs Plant Asymmetric Cell Division
	Presenter: Xiaoyu Guo


	Submission 206
	Opposite polarity programs regulate asymmetric subsidiary cell divisions in grasses
	Presenter: Michael Raissig



	Mini-Symposium 2.1:  From Molecules to Organs: Quantitative Imaging in Plant Biology
	Session Introduction: Charlotte Kirchhelle, University of Oxford, UK (No abstract)
	Submission 541
	Single Particle Cryo-EM: Illuminating Phytochrome Structure/Function
	Presenter: Richard D. Vierstra


	Submission 186
	Imaging ESCRT-dependent protein trafficking in tapetal cells during pollen formation
	Presenter: Marisa Otegui


	Submission 156
	Quantitative analysis of transporter activity biosensors
	Presenter: Lily S Cheung


	Submission 188
	Tracking cell fates at shoot apical meristem: the power of clonal analysis
	Presenter: Agata Burian


	Submission 212
	Live-imaging uncovers cellular growth patterns shaping Arabidopsis stamen
	Presenter: Daniel Kierzkowski


	Submission 187
	Cytoskeleton-mediated spatial accommodation shapes lateral root morphogenesis
	Presenter: Dorothee Sröckle



	Mini-Symposium 2.2:  Running a Research Group in the Next Generation.
	Submission 539
	Running a research group in the next generation


	Mini-Symposium 3.1:  Leveraging Natural Variation to Understand Immune Functions
	Submission 545
	Adaptation of Pseudomonas to colonize genetically diverse hosts
	Presenter: Talia Karasov


	Submission 207
	Genetic variation, environment and demography intersect to shape Arabidopsis defense metabolite variation across Europe
	Presenter: Ella Katz


	Submission 369
	A rich genetic architecture shapes defensive metabolite diversity (glucosinolates) within an Arabidopsis thaliana population
	Presenter: Andrew Gloss


	Submission 125
	Genome-wide association study reveals RPB1 as major component of resistance in the interaction between Plasmodiophora brassicae and Arabidopsis thaliana.
	Presenter: Juan Ochoa


	Submission 329
	Leveraging natural variation in tomato to identify and characterize sources of multiple disease resistance
	Presenter: Robyn Roberts


	Submission 328
	The highly variable plant immune receptors and how to catch them
	Presenter: Ksenia Krasileva


	Submission 464
	Leveraging natural variation to understand NLR haplotype, function and network
	Presenter: Eunyoung Chae



	Mini-Symposium 3.2:  The Arabidopsis Algorithm: Mathematical Modeling in Plant Biology
	Submission 486
	The origins of strength and flexibility: modeling development and dynamics in stomatal guard cells
	Presenter: Charles Anderson


	Submission 325
	Optimization- and explicit Runge-Kutta- based Approach to Perform Dynamic Flux Balance Analysis
	Presenter: Rajib Saha


	Submission 528
	A Mechanical Framework of Leaf Formation
	Presenter: Fei Du


	Submission 233
	Transcription-coupled and epigenome-encoded H3K4 methylations are governed by multiple methyltransferases with different targeting mechanisms
	Presenter: Satoyo Oya


	Submission 293
	In silico model for mining the cis-regulatory determinants of tissue-specific gene expression
	Presenter: Valerie Fraser



	Mini-Symposium 4.1:  Stochasticity and Robustness in Plant Development
	Submission 494
	Searching for conserved modes of robustness in plant emergence
	Presenter: Jennifer Lachowiec


	Submission 75
	Upstream open reading frames buffer gene expression noise
	Presenter: Ho-Wei Wu


	Submission 334
	How do organs maintain robust morphology?
	Presenter: Lilan Hong


	Submission 343
	The same, yet different: gene expression variability between genetically identical plants
	Presenter: Sandra Cortijo


	Submission 292
	Mechanistic details of ATML1 thresholds in giant cell development
	Presenter: Batthula Vijaya Lakshmi Vadde



	Mini-Symposium 4.2:  Translational Regulation of Gene Expression
	Submission 454
	Actively translated uORFs suppress the translation of highly transcribed transcription factor and protein kinase genes in Arabidopsis
	Presenter: Polly Hsu


	Submission 477
	CERES, a novel regulator of protein synthesis in plants
	Presenter: M. Mar Castellano


	Submission 392
	Translation regulation mechanisms in the plants’ responses to ethylene and auxin
	Presenter: Jose Alonso


	Submission 164
	Translational control and RNA decay in beneficial plant-microbe interactions
	Presenter: María Eugenia Zanetti


	Submission 113
	An RNA thermoswitch controls PIF7 translation to regulate temperature-dependent daytime growth
	Presenter: Martin Balcerowicz


	Submission 95
	Loss of inner-envelope K+/H+ exchangers impairs plastid rRNA maturation and gene expression.
	Presenter: Rachael DeTar


	Submission 342
	Translational Control of Plant Immunity
	Presenter: Guoyong Xu



	Mini-Symposium 4.3:  Arabidopsis Transposable Element Biology
	Submission 408
	Jumping in the wild: What drives transposon mobilization in nature?
	Presenter: Leandro Quadrana


	Submission 427
	Generation of Transcriptional Novelty by Transposable Element Insertions in Arabidopsis thaliana
	Presenter: David Roquis


	Submission 286
	The invasion of the Arabidopsis thaliana centromeres by ATHILA LTR retrotransposons
	Presenter: Alexandros Bousios


	Submission 288
	Selection against LTR retrotransposons in Arabidopsis thaliana is balanced by locally adapted alleles
	Presenter: Michelle Stitzer


	Submission 300
	Natural variation of long non-coding RNAs in Arabidopsis thaliana
	Presenter: Aleksandra Kornienko



	Mini-Symposium 5.1:  Exploring Brassicaceae Diversity
	Submission 348
	Nested whole-genome duplications coincide with diversification and high morphological disparity in Brassicaceae
	Presenter: Marcus A. Koch


	Submission 518
	Honor by association: leveraging global gene co-expression networks to study the evolution of specialized metabolism in the Brassicaceae
	Presenter: Jennifer Wisecaver


	Submission 256
	Using Arabidopsis to understand gene expression patterns associated with C4 photosynthesis
	Presenter: Patrick Dickinson

	Ratan Chopra, University of Minnesota (No abstract submitted)

	Submission 110
	Evolution of Conserved Noncoding Sequences in Arabidopsis thaliana
	Presenter: Alan E. Yocca


	Submission 556
	Using large-scale transcriptomics and comparative genomics to identify functional long non-coding RNAs in plants the Brassicaceae
	Presenter: Andrew Nelson


	Submission 258
	Strong temporal dynamics of QTL action on vegetative growth revealed through high‐throughput phenotyping in canola and Arabidopsis
	Presenter: Rhonda Meyer



	Mini-Symposium 5.2:  How Do Plants Sense and Respond to Elevated Carbon Dioxide, Ozone and Drought?
	Submission 359
	GHR1 and its interactors in stomatal movements
	Presenter: Maija Sierla


	Submission 415
	Engineering Stomatal Development
	Presenter: Julie Gray


	Submission 488
	Mesophyll-derived sugars are positive regulators of stomatal opening
	Presenter: Diana Santelia


	Submission 502
	Role of Raf-like MAPKKK-dependent SnRK2 kinase activation in ABA and osmotic stress responses
	Presenter: Yohei Takahashi


	Submission 178
	Intracellular anion channels coordination, the stomata gatekeepers regulating leaf transpiration
	Presenter: Paloma Cubero-Font


	Submission 284
	Drought-responsive RING E3 Ligase XERICO maintains proper stomatal density and distribution during leaf epidermal development
	Presenter: Deka Mohamed


	Submission 306
	Spatial Regulation of ABA-Induced ROS Accumulation During Stomatal Closure
	Presenter: Anthony Postiglione



	Mini-Symposium 6.1:  Metabolite-mediated Regulation of Plant Growth and Development
	Submission 351
	Uncovering metabolite-driven pathways that regulate root development
	Presenter: Alexandra J. Dickinson


	Submission 513
	Genetic components associated with plant responses to aromatic amino acid imbalance in Arabidopsis thaliana
	Presenter: Marcos Vinicius Viana de Oliveira


	Submission 425
	Dipeptides, novel class of small-molecule metabolic regulators.
	Presenter: Aleksandra Skirycz


	Submission 326
	Diverse Glucosinolates and their catabolites independently influence growth and development
	Presenter: Daniel Kliebenstein


	Submission 214
	Natural variation unveils different modes of regulation for Arabidopsis metabolism under control and stress conditions
	Presenter: Corina M. Fusari


	Submission 129
	Roles of aldoximes on plant secondary metabolism and growth
	Presenter: Jeongim Kim


	Submission 239
	Dissection of specific JAZ-MYC regulators of tryptophan-derived defense and growth
	Presenter: Ian Major



	Mini-Symposium 6.2:  Quantitative Development in the Digital World
	Submission 362
	Insights into the Evolution of the Grass Leaf
	Presenter: Annis Richardson


	Submission 379
	Examples of Mathematical Methods in Quantitative Analysis
	Presenter: Mao Li


	Submission 227
	Biomechanical heterogeneity underlies growth variation in the Arabidopsis shoot apical meristem.
	Presenter: Yuchen Long


	Submission 272
	A multifaceted analysis reveals two distinct phases of chloroplast biogenesis during de-etiolation in Arabidopsis
	Presenter: Emilie Demarsy


	Submission 290
	Arabidopsis stomatal polarity protein BASL mediates distinct processes before and after cell division to coordinate cell size and fate asymmetries
	Presenter: Yan Gong



	Mini-Symposium 7.1:  Getting More Power From Your Flower: Multi-functional Flowers Improve Plant Fitness
	Submission 48
	Tabula floris - panoramic view of the cell types of the flower
	Presenter: Lachezar Nikolov


	Submission 418
	Evolution, development, and mechanisms of floral organ photosynthesis
	Presenter: Diarmuid O'Maoileidigh


	Submission 423
	Attract or defend, how floral P450s turn attractive volatiles into a defense arsenal against insects and affect floral microbiome
	Presenter: Benoit Boachon


	Submission 372
	Generation of Brassica plants with supernumerary trichomes.
	Presenter: Kevin Goslin


	Submission 476
	Inflorescence arrest in Arabidopsis is a flexible two stage process
	Presenter: Catriona Walker



	Mini-Symposium 7.2:  Plant Memory: Environmental Information Integration Within and Across Generations
	Submission 380
	Within-generation and transgenerational plasticity in the ecological context of Arabidopsis thaliana
	Presenter: Christian Lampei


	Submission 316
	Epigenetic memory in Arabidopsis seed: regulation mechanisms of cold temperature-induced seed dormancy
	Presenter: Mayumi Iwasaki


	Submission 409
	Transposon-induced loss of DNA methylation: Some new kids on the block
	Presenter: Leandro Quadrana


	Submission 271
	Diurnal Regulation of Folate-Mediated One-Carbon Homeostasis Ensures Gene Silencing by DNA Methylation in Arabidopsis
	Presenter: Valentin Hankofer


	Submission 236
	Mathematical models of winter sensing in plants: a tale of growth and unpredictable predictions
	Presenter: Rea L Antoniou-Kourounioti


	Submission 512
	Theory of adaptive within and across generation plasticity for stressful environments
	Presenter: Irja Ida Ratikainen



	Mini-Symposium 7.3:  Advancing Quantitative Proteomics in Plant Science
	Submission 547
	Integrated omics networks reveal the temporal signaling events of brassinosteroid response in Arabidopsis
	Presenter: Justin Walley


	Submission 318
	A cell-sorting-based nano-scale pipeline for single-cell-proteomics in plants
	Presenter: Pengcheng Wang


	Submission 57
	The Arabidopsis thaliana PeptideAtlas; harnessing world-wide proteomics data for a comprehensive community proteomics resource
	Presenter: Klaas van Wijk


	Submission 180
	Shining a light on the “black box” of effector-triggered immunity signalling with quantitative proteomics
	Presenter: Sophie Johnson


	Submission 375
	Data acquisition approaches in bottom-up proteomics: solving technological limitations for proteomics-driven systems biology in plants
	Presenter: Devang Mehta


	Submission 218
	Looking at the other side: investigating protein networks and function of a novel polarity domain in stomatal development
	Presenter: Eva-Sophie Wallner



	Mini-Symposium 8.1:  The Role of Intrinsically Disordered Proteins in Plant Biology
	Submission 551
	How can one hormone do everything? Unraveling the complexities of auxin activity
	Presenter: Lucia Strader


	Submission 234
	Arabidopsis Poly(ADP-ribose)-binding protein RCD1 interacts with Photoregulatory Protein Kinases in nuclear bodies.
	Presenter: Richard Gossens


	Submission 534
	PCH1-dependent photobody formation is required for phytochrome signaling.
	Presenter: Dmitri A Nusinow


	Submission 138
	ELF3 phase separation mediates Arabidopsis thermoresponse
	Presenter: Stephanie Hutin


	Submission 132
	Temperature-dependent Arabidopsis FRIGIDA sequestration for autumn sensing
	Presenter: Pan Zhu


	Submission 119
	Biomolecular Condensates: A New Phase in Plant Host Defense
	Presenter: Shuai Huang


	Submission 448
	LEA proteins, a paradigm to study the role of structural disorder in the plant response to adverse environments
	Presenter: Alejandra A: Covarrubias



	Mini-Symposium 8.2:  Molecules on the Move (MOM): Plant-microorganism Communication
	Submission 387
	Plant extracellular RNAs and their function in Host Induced Gene Silencing
	Presenter: Hana Zand Karimi

	Plant Exosome-mediated Small RNAs Delivery to Fungal Pathogens

	Submission 228
	Phytoplasma make you MADS : investigating how phyllogens interact with floral MADS transcription factors.
	Presenter: Antonin Galien


	Submission 192
	Utilizing quantitative proteomics to investigate rapid changes in the plasma membrane proteome during pattern triggered immunity
	Presenter: Gabrielle Rupp


	Submission 157
	The helper NLR NRG1 signals with EDS1 and SAG101 to mediate immune responses in Arabidopsis
	Presenter: Joanna Feehan


	Submission 45
	Bacterial effectors target plasmodesmata to promote virulence in Arabidopsis
	Presenter: Kyaw Aung


	Submission 111
	Actin remodeling via biomolecular condensation during plant-microbe communications
	Presenter: YANSONG MIAO


	Submission 242
	The molecular dialogue of an incompatible plant symbiont interaction
	Presenter: Marco Cosme



	Mini-Symposium 9.1:  Active Learning and CUREs in Undergraduate Plant Science Education
	Submission 243
	An Integrated Approach to Introduce Modeling in Undergraduate Plant Science Education
	Presenter: Mentewab Ayalew


	Submission 376
	Utilizing CRISPR-Cas9 in an undergraduate course-based research laboratory on A. thaliana to improve understanding of gene editing technology
	Presenter: Michael Wolyniak


	Submission 402
	The Dynamic Genome: A research experience for first-year students
	Presenter: Jim Burnette


	Submission 144
	The "Outpace" Phytopathology Summer Institute: Taking Arabidopsis Molecular Biology to an Urban Garden
	Presenter: Karolina Pajerowska-Mukhtar


	Submission 160
	Hybrid CURE lab for freshmen Biology
	Presenter: Ruth Ndathe


	Submission 247
	Identification of ARF19 targets using yeast: A Molecular Biology CURE
	Presenter: Ke Z. Reid



	Mini-Symposium 9.2:  Encoding Calcium Spikes, Waves, and Oscillations in Arabidopsis
	Submission 400
	Encoding calcium signatures in plant cell growth and biotic responses
	Presenter: Sheng Luan


	Submission 532
	FERONIA-dependent RALF1 and mechanical signaling – a parting of the (path)ways
	Presenter: Gabriele Monshausen


	Submission 198
	Translating calcium-signatures: Imaging of Arabidopsis calcium-sensor kinase conformation monitors real time activation dynamics in vivo
	Presenter: Anja Liese


	Submission 199
	Early plant neighbor detection via mechanostimulation in trichomes
	Presenter: Chrysa Pantazopoulou


	Submission 150
	Establishing the role of SINE proteins in regulating stomatal dynamics in Arabidopsis thaliana
	Presenter: Morgan Moser



	Mini-Symposium 10.1:  Plant Hormones
	Submission 378
	Mechanism of fertilization-induced auxin biosynthesis in strawberry seed and fruit development
	Presenter: Zhongchi Liu


	Submission 432
	Genome-wide analysis of EIN3 transcription factor binding sites guides engineering of new ethylene sensors
	Presenter: Elena Zemlyanskaya


	Submission 63
	The crosstalk between plant regeneration and biotic stresses.
	Presenter: Li Yang


	Submission 78
	Auxin requirements for a meristematic state in roots depend on a dual brassinosteroid ‎function ‎
	Presenter: Michal Ackerman-Lavert


	Submission 139
	EXO70D isoforms mediate selective autophagic degradation of Type-A ARR proteins to regulate cytokinin responses in roots
	Presenter: Atiako Kwame Acheampong


	Submission 210
	AUX/IAA-mediated suppression of auxin signaling causes stem cell death in response to DNA damage
	Presenter: Naoki Takahashi


	Submission 245
	Karrikins control seedling photomorphogenesis and anthocyanin biosynthesis through a HY5-BBX transcriptional module
	Presenter: Katharina Bursch



	Mini-Symposium 10.2:  Nutrient Signaling Nexus in Control of Plant Architecture
	Submission 467
	A dual function of SnRK2 kinases in the regulation of SnRK1 and plant growth
	Presenter: Elena Baena-González


	Submission 462
	Regulatory Network behind Systemic Nitrogen Signaling in Arabidopsis
	Presenter: Sandrine Ruffel


	Submission 543
	Sucrose: The alpha component of stem branching
	Presenter: Bolaji Salam


	Submission 232
	Trehalose 6-phosphate is a key signal in regulation of development
	Presenter: Franziska Fichtner


	Submission 68
	Perturbations in plant energy homeostasis prime lateral root initiation via SnRK1-bZIP63-ARF19 signalling
	Presenter: Christoph Weiste


	Submission 304
	The NIN-LIKE PROTEIN 7 (NLP7) transcription factor regulates root cap development through modulating auxin homeostasis
	Presenter: Narender Kumar



	Mini-Symposium 10.3:  Implications of the non-coding genome on chromatin signaling during plant gene expression
	Submission 537
	The complexity of COOLAIR
	Presenter: Caroline Dean


	Submission 223
	The long noncoding RNA FLAIL promotes plant development by regulating transcription of neighboring genes in Arabidopsis
	Presenter: Yu Jin


	Submission 116
	The MARS lncRNA controls the expression of the marneral gene cluster by modifying its chromatin status
	Presenter: Thomas Roulé


	Submission 377
	Chromatin-based mechanisms to coordinate convergent overlapping transcription
	Presenter: Soichi Inagaki


	Submission 252
	Locus-specific proteomics of repressive transcription in Arabidopsis
	Presenter: Isabel Schwarz


	Submission 538
	Pervasive non-coding transcription as a genome surveillance mechanism
	Presenter: Andrzej Wierzbicki


	Submission 106
	The mechanism of RNA Polymerase V recruitment to new target loci to initiate DNA methylation
	Presenter: Andrea McCue



	Mini-Symposium 11.1:  Feeling Stressed? Environmental Adaptation in Extremophyte Relatives of Arabidopsis
	Submission 390
	Hyperaccumulation and hypertolerance of zinc and cadmium in Arabidopsis halleri
	Presenter: Ute Kraemer


	Submission 440
	Stress management- a way of life for Eutrema salsugineum
	Presenter: Elizabeth Weretilnyk


	Submission 445
	Surviving boron toxicity: insights from Arabidopsis extremophyte relative, Schrenkiella parvula
	Presenter: Guannan Wang


	Submission 420
	Stress-ready or Stress-reactive? That is the extremophyte question!
	Presenter: Nick Duppen


	Submission 533
	Single cell transcriptomics shed light on the divergence of cell type specific responses to abiotic stress in extremophytes compared to Arabidopsis
	Presenter: Jiyoung Lee



	Mini-Symposium 11.2:  Exploring the Single-cell Landscape of Arabidopsis
	Submission 251
	Flexible lineage trajectory dynamics within the developing leaf
	Presenter: Camila Lopez-Anido


	Submission 191
	Single-cell resolution of plant response to bacterial infection
	Presenter: Jie Zhu


	Submission 267
	Unveiling spatial host-microbe interactions in Arabidopsis thaliana leaves by Spatial MetaTranscriptomics
	Presenter: Sami Saarenpää



	Mini-Symposium 12.1:  Taking an Equity Lens: Empowering Women in Computational Biology
	Mini-Symposium 12.2:  Sensing the Cell Wall: Mechanical Signals and Downstream Responses
	Submission 202
	Interactions between a mechanosensitive ion channel and the cell wall integrity signaling pathway influence pollen germination in Arabidopsis thaliana
	Presenter: Yanbing Wang


	Submission 126
	From mechanosensing to robustness of morphogenesis
	Presenter: Arezki Boudaoud


	Submission 182
	Using Brillouin Microscopy to investigate cell wall integrity and controlled cell wall alterations in Arabidopsis thaliana
	Presenter: Laura Bacete


	Submission 330
	Plant-wide calcium defense signaling
	Presenter: Masatsugu Toyota


	Submission 255
	Fortifying the plant cell wall under stress: 7TM proteins promote CSC trafficking.
	Presenter: Heather E. McFarlane



	Mini-Symposium 13.1:  Using Evolutionary Novelty to Understand General Principles of Plant Biology
	Submission 294
	Genome-wide association study reveals a novel locus in regulation of vegetative phase change
	Presenter: Erin Doody


	Submission 190
	Natural variation of the REDUCED POLLEN NUMBER1 (RDP1) gene studied by the quantitative complementation test using the CRISPR/Cas9 system
	Presenter: Kentaro K. Shimizu


	Submission 79
	A complex immune response to flagellin epitope variation in commensal communities
	Presenter: Nicholas Colaianni


	Submission 308
	Rapid evolution in globally-distributed field experiments of Arabidopsis thaliana
	Presenter: Moises Exposito-Alonso


	Submission 542
	The role of gene duplication in the origin and diversification of the MAM/IPMS gene family
	Presenter: R. Shawn Abrahams


	Submission 60
	Arabidopsis and crops: a molecular tool to increase protein content, broad disease resistance and early maturation
	Presenter: LING LI



	Mini-Symposium 13.2:  Impact and Application of Basic Research to Sustainable Agriculture Improvement
	Submission 177
	Biotech Traits and Gene Editing Products: From Idea to Market
	Presenter: Christine Shyu


	Submission 84
	cis-Cinnamic acid as a promising natural plant growth-promoting compound for use in sustainable agriculture
	Presenter: Ilias El Houari


	Submission 64
	How to develop a biotech product: Engineering a biotech herbicide tolerance trait as an example.
	Presenter: Clayton Larue


	Submission 114
	Bud and bloom: biological mechanisms and agricultural outlook
	Presenter: Yang Zhu



	Mini-Symposium 14.0:  Hot Papers in Plant Science
	Mini-Symposium 14.1:  The Cell Cycle in Plant Growth, Development and Stress Responses
	Submission 333
	Chromatin-level regulation of endoreplication onset
	Presenter: Hirotomo Takatsuka


	Submission 463
	Shedding light on the meiotic spindle assembly checkpoint
	Presenter: Kostas Lampou


	Submission 287
	Ploidy, endopolyploidy and salt-tolerance in Arabidopsis thaliana
	Presenter: Jeremy Coate


	Submission 321
	DNA checkpoint control in Arabidopsis versus maize
	Presenter: Lieven De Veylder


	Submission 452
	Synthetic Regulation of Plant Development
	Presenter: Edith Pierre-Jerome


	Submission 307
	Investigating Plant Meristem Development by Studying A Suppressor of TSO1 Mutants
	Presenter: Fuxi Wang



	Mini-Symposium 14.2:  Circadian Signatures of Fitness
	Submission 421
	BBX19 fine-tunes the circadian rhythm by interacting with PSEUDO-RESPONSE REGULATOR proteins to facilitate their repressive effect on morning-phased clock genes
	Presenter: Xiaodong Xu


	Submission 385
	Integration of circadian and environmental signals
	Presenter: Antony Dodd


	Submission 424
	Dynamic epigenetic networks in plant circadian system
	Presenter: Pil Joon Seo


	Submission 268
	The role of TOC1 phosphorylation in the molecular mechanism of photoperiodic hypocotyl growth
	Presenter: Jiapei Yan


	Submission 265
	A Comprehensive Interactome for the Arabidopsis Circadian Clock Reveals a Connection Between the Clock and Cold Temperature Regulation
	Presenter: Maria Sorkin


	Submission 273
	Variation in cold response and temporal regulation of brassinosteroid signaling across diverse Brassica rapa morphotypes
	Presenter: Madeline Oravec



	Mini-Symposium 14.3:  RNA Modifications-mechanism and Biology
	Submission 332
	N6-Methyladenosine RNA Modification Underlies Plant Development
	Presenter: Hao Yu


	Submission 384
	The m6A-assisted polyadenylation pathway (m-ASP): insights from plants and beyond
	Presenter: Lagrange


	Submission 99
	Functional Interactions of Nuclear RNase P in Arabidopsis
	Presenter: Mathieu Bruggeman


	Submission 331
	SPAAC-NAD-seq, a sensitive and specific method to profile NAD+-capped RNAs
	Presenter: Xuemei Chen


	Submission 431
	Genome-wide analysis of NAD-capped RNAs using NAD tagSeq II
	Presenter: Yiji Xia


	Submission 314
	Reversible RNA methylation in Plant Biological Regulation
	Presenter: Guifang Jia


	Submission 231
	m6A enhances RNA 3’-end processing for R-loop removal in co-transcriptional silencing
	Presenter: Congyao Xu


	Submission 204
	An arabidopsis RNA exosome subunit mediates cell-to-cell trafficking of a homeobox gene mRNA through plasmodesmata.
	Presenter: Munenori Kitagawa



	Mini-Symposium 15.1:  Stress Granules in Plants as Novel Mechanism in Stress Signaling
	Submission 83
	TSN is a docking platform for stress granule components and is essential for SnRK1 activation
	Presenter: Emilio Gutierrez-Beltran


	Submission 74
	The Arabidopsis thaliana G3BP Family: Friend or Foe of Plant Viruses?
	Presenter: Hendrik Reuper


	Submission 137
	The eEF1B complex localises to heat-induced stress granules and influences plant development
	Presenter: Julia Lohmann



	Mini-Symposium 15.2:  Social Media and Science Communication
	Submission 478
	Social media and science communication
	Presenter: Javier Brumos


	Submission 324
	ASPB’s social media journey to support, amplify, nurture and connect plant scientists
	Presenter: Mary Williams


	Submission 335
	Science communication and community building as an ECR
	Presenter: Sessen Daniel Iohannes


	Submission 428
	Social Media to Build & Broaden the Plant Biology Community
	Presenter: Elizabeth Haswell



	Mini-Symposium 15.3:  Arabidopsis Informatics
	Submission 340
	The Arabidopsis Information Resource (TAIR): a key part of your scientific toolbox
	Presenter: Tanya Berardini


	Submission 535
	The Broader Picture: Profiling of Epigenetic to Translational Regulation Reveals Novel Patterns of Nuclear Regulation in Response to Hypoxic Stress
	Presenter: Travis Lee


	Submission 168
	A global cis-regulatory code for Arabidopsis inferred with deep learning
	Presenter: Daphne Ezer


	Submission 215
	Genome-Wide Identification of Splicing Quantitative Trait Loci (sQTLs) in Diverse Ecotypes of Arabidopsis thaliana
	Presenter: Muhammad Waqas Khokhar


	Submission 291
	CLIMtools 2.0: Phenotypic and genome-wide association with the local environment of Arabidopsis
	Presenter: Ángel Ferrero-Serrano



	Poster Group A:  Abiotic Stress
	Submission 52
	Investigation of Atsark mutant and WT (Col) plants under cold stress
	Presenter: Aizhan Rakhmetova, Dina Turlybekova


	Submission 93
	Food dye Red No. 40 enhances Arabidopsis root growth, unlike red dyes Carmoisine and Red No. 3.
	Presenter: Susan Bush


	Submission 100
	Regulation of cytosolic translation by protein kinase GCN2 under the command of chloroplastic reactive oxygen.
	Presenter: Ansul Lokdarshi


	Submission 102
	Gene-regulatory network-enabled identification of effectors controlling organ growth during recovery from endoplasmic reticulum stress
	Presenter: Dae Kwan Ko


	Submission 104
	Arabidopsis Mediator subunit 17 connects transcription with DNA repair after UV-B exposure
	Presenter: Paula Casati


	Submission 107
	Functional compounds targeting tyrosine phosphorylation of Scaffold Protein Receptor for Activated C Kinase1A (RACK1A) regulate auxin mediated salt tolerance in Arabidopsis
	Presenter: Hemayet Ullah


	Submission 118
	High spatiotemporal-resolution imaging analysis reveals antagonistic effect of iron deficiency and heat stress on root cell division
	Presenter: Imani Madison


	Submission 134
	Xero-Branching: discovering how roots adapt to reduced local water availability
	Presenter: Poonam Mehra


	Submission 154
	The role of phosphatidic acid in the dynamics of ABA-induced RD29A gene promoter regulation.
	Presenter: Ruth Ndathe


	Submission 155
	Standing out from the crowd: Functional characterization of glutathione S-transferase U7 in the oxidative stress response in Arabidopsis
	Presenter: Jose Manuel Ugalde


	Submission 169
	An early-morning gene network controlled by phytochromes and cryptochromes regulates photomorphogenesis pathways in Arabidopsis
	Presenter: Daphne Ezer


	Submission 184
	Fine drying: The regulation of LEA proteins in desiccation tolerant plant tissues
	Presenter: Mariana Silva Artur


	Submission 205
	Using INTACT-CUT&Tag to investigate the role of H2A.Z in phosphate starvation response
	Presenter: Dylan Holder


	Submission 209
	How alternative splicing affect Arabidopsis growth and development in response to microgravity?
	Presenter: Parul Gupta


	Submission 211
	Local glucose availability contributes to ABA-inhibited seed germination
	Presenter: Li-Qing Chen


	Submission 217
	Physiological functions of NPF transporters in Arabidopsis responding to environmental stresses
	Presenter: Ya-Yun Wang


	Submission 222
	Effect of high temperatures on flowering Arabidopsis thaliana
	Presenter: Juan Francisco Sánchez López


	Submission 244
	Gene discovery in Arabidopsis thaliana using high-throughput phenotyping under fluctuating light conditions
	Presenter: Marc Christian Heuermann


	Submission 259
	How plants respond to high potassium stress: insights from Arabidopsis and its extremophyte relative
	Presenter: Pramod Pantha


	Submission 261
	Telomere length impacts flowering time and plant fitness tradeoffs
	Presenter: Yevgeniy Shakirov


	Submission 320
	Novel regulators of epidermal permeability
	Presenter: Marina Leal Gavarron


	Submission 347
	Increased Cuticle Permeability Caused by a New Allele of ACETYL-COA CARBOXYLASE 1 Enhances CO2 Uptake Efficiency in Arabidopsis
	Presenter: Keina Monda


	Submission 358
	Shoot-to-root long-distance signals found in an Arabidopsis thaliana ecotype improve growth under nitrogen deficient conditions
	Presenter: Atsushi Mabuchi


	Submission 383
	Transcriptome characterization of salinity stress response coordinated by histone deacetylase proteins that respond in an antagonistic manner
	Presenter: Minoru Ueda


	Submission 386
	Identifying the genetic basis of enhanced Cd hypertolerance in Arabidopsis halleri
	Presenter: Natalia Wozniak


	Submission 389
	A temperature sensitive mutation in a subunit of the polyadenylation complex reveals the dominant function of HSP101 in protein quality control network
	Presenter: Minsoo Kim


	Submission 399
	Understanding Responses to Magnesium Deficiency
	Presenter: Siegfried Leher


	Submission 413
	Arabidopsis DSS1(I) protein aids in mechanisms for overcoming oxidative stress
	Presenter: Ivana Nikolic


	Submission 417
	Plasmodesmata-localized proteins and reactive oxygen species orchestrate light-induced rapid systemic signaling in Arabidopsis thaliana
	Presenter: Yosef Fichman


	Submission 422
	Unraveling the process of thermoregulation during seed development of Brassica napus
	Presenter: Unnikannan Prabhullachandran


	Submission 426
	Nucleoredoxin selectively regulates cellular pathways that protect plant cells from oxidative stress
	Presenter: Jade Bleau


	Submission 429
	A natural variation approach reveals the role of an extension arabinose deficient transferase (ExAD) during early salt signaling
	Presenter: Yutao Zou


	Submission 433
	UV-B radiation effect on the primary roots of Arabidopsis thaliana seedlings
	Presenter: Paula Casati


	Submission 455
	Does the Microtubule-Associated Protein CLASP play a role in Arabidopsis seed germination and seedling growth under high salinity?
	Presenter: Jayamini Jayawardhane


	Submission 490
	Auxin mediated guard cell signaling promotes drought tolerance in Brassicas
	Presenter: Mohammad Salehin


	Submission 496
	Discovering novel transporters regulating root hydrotropism
	Presenter: Dalia Melebari


	Submission 500
	The aquaporins PIP1;1, PIP2;6, and PIP2;7 affect lateral root plasticity under osmotic stress
	Presenter: Thayssa Rabelo Schley


	Submission 507
	Is HSP70 involved in the re-potentiation of heat-depolarized calcium channels in the plasma membrane of plants?
	Presenter: Anthony Guihur


	Submission 508
	Elucidating the Mechanism of Thigmo-morphogenesis and Mechanosensing in the Roots
	Presenter: Vincent Ehichioya


	Submission 544
	Post-translational regulation of multiple clock-related transcription factors triggers cold-inducible gene expression in Arabidopsis
	Presenter: Satoshi Kidokoro



	Poster Group B:  Applied/Translational Plant Science
	Submission 122
	Bringing Agricultural Weeds into the Molecular Lab and Making Them More Like “Model Organisms”
	Presenter: Dana MacGregor


	Submission 124
	Application of NADPH and NADH/NAD+ sensors for Arabidopsis research
	Presenter: Shey Li Lim


	Submission 297
	Ascertaining optimal germination conditions for the tomato Varitome panel of genotypes
	Presenter: Christina Garcia-Godos


	Submission 397
	Implementing Recombineering for Plant Genome Editing
	Presenter: Matthew Neubauer



	Poster Group C:  Biochemistry and Metabolism
	Submission 71
	A bZIP transcription factor mediates plant oil biosynthesis through interaction with the transcription factor WRINKLED1
	Presenter: Wei Ma


	Submission 381
	The ER pathway for membrane lipid synthesis has an important role in shoot removal-induced root chloroplast development in Arabidopsis
	Presenter: Tomoki Obata


	Submission 393
	Transport and sensing of amino acids in plants
	Presenter: Vanessa Castro-Rodriguez


	Submission 492
	The Investigation of Nitrogen Flow to Enhance Nitrogen Metabolism in Plants
	Presenter: Rika Judd


	Submission 509
	A B3 transcription factor mediates the global transcriptional changes underlying lignin-modification-induced dwarfism in Arabidopsis
	Presenter: Victoria Yell



	Poster Group D:  Biotic Interactions
	Submission 55
	Proline-rich extensin-like receptor kinases mediate damage-triggered immune responses to nematode infections
	Presenter: Jose L. Lozano-Torres


	Submission 69
	PCB1, a membrane-localized calcium-binding protein modulates green peach aphid resistance in Arabidopsis
	Presenter: Anil Girija


	Submission 82
	FERONIA restricts Pseudomonas in the rhizosphere microbiome via regulation of reactive oxygen species
	Presenter: Yi Song


	Submission 109
	Plant Systemic Immunity and Pipecolic Acid Defence Signalling in a Warming World
	Presenter: Christian Danve M. Castroverde


	Submission 142
	Probing natural variation of endoplasmic reticulum stress responses and bacterial disease resistance in Arabidopsis accessions
	Presenter: Karolina Mukhtar


	Submission 143
	Plant Immunity Zig-Zags into A Full Circle
	Presenter: Pingtao Ding


	Submission 149
	MPK4 - the effect of oxidative signaling on biotic stress response
	Presenter: Anna Siodmak


	Submission 159
	Plant immune components shaping the phyllosphere microbiota - the impact of NADPH oxidase RBOHD
	Presenter: Sebastian Pfeilmeier


	Submission 162
	Shelf life: how plant immunity changes after harvest
	Presenter: Lindsay Williams


	Submission 165
	Coordinated Regulation of Plant Immunity by Poly(ADP-ribosyl)ation and K63-Linked Ubiquitination
	Presenter: JUNQI SONG


	Submission 175
	A Ralstonia effector differentially triggers ETI on Nicotiana spp.
	Presenter: Haibin Lu


	Submission 179
	Arabidopsis thaliana cell surface receptor signaling for recognition of fungal elicitors
	Presenter: Julian Maroschek


	Submission 201
	Metatranscriptomic comparison of endophytic and pathogenic Fusarium–Arabidopsis interactions reveals plant transcriptional plasticity
	Presenter: Houlin Yu


	Submission 208
	DAR1, a Putative O-Fucosyltransferase, in Plant Systemic Immunity
	Presenter: Devasantosh Mohanty


	Submission 237
	Priming Against Pathogens Mediated by the Chromatin Remodeler MOM1
	Presenter: Nicolas Cecchini


	Submission 246
	The small-molecule glucosyltransferase UGT76B1 provides a common platform to keep three defense-stimulating compounds in check
	Presenter: Anton Schaeffner


	Submission 266
	Characterization of E3 Ubiquitin Ligase 1 as a novel regulator of PTI-associated resistance in Arabidopsis thaliana
	Presenter: Jared K. Ellingsen


	Submission 276
	A putative resistance gene RESISTANT TO MYZUS PERSICAE (RMP) is required for the plant defense against the green peach aphid
	Presenter: Moon Twayana


	Submission 296
	Transcription of an intracellular immune receptor gene is regulated by both coordinated and independent processes involving multiple chromatin-associated proteins
	Presenter: Leiyun Yang


	Submission 298
	Co-expression Network Analysis Identifies Hub Genes and Key Pathways Associated with the Defense Response of Arabidopsis thaliana to the Green Peach Aphid, Myzus persicae
	Presenter: Jonathan Hernandez


	Submission 299
	Pseudomonas ornithine carbamoyltransferase argF is required for rhizosphere acidification, immunity suppression, and plant colonization
	Presenter: Yang Liu


	Submission 345
	9-lipoxygenase as a susceptibility factor in Arabidopsis and wheat interaction with Fusarium graminearum
	Presenter: Isha Mittal


	Submission 365
	Effect of iron deficiency on infection symptoms caused by Dickeya spp. in Arabidopsis thaliana
	Presenter: Izabela Perkowska


	Submission 382
	Differential regulation of secretion at the plasma membrane in response to environmental and endogenous signals unravelled through analysis of Arabidopsis Syntaxin SNAREs.
	Presenter: Sakharam Waghmare


	Submission 401
	PSKR1 promotes Pseudomonas fluorescens growth in the plant rhizosphere microbiome
	Presenter: Siyu Song


	Submission 439
	Translational landscape of the plant-virus interaction
	Presenter: Gemma Sans Coll


	Submission 472
	Cell wall DAMPs (damage-associated molecular patterns) and their oxidation in Arabidopsis immunity and development
	Presenter: Sara Costantini


	Submission 479
	NanoExpress - a fluorescent marker replicon to highlight nanovirus replication and trafficking in planta
	Presenter: Maria Behnecke


	Submission 493
	Determining the Cellular Origins of Plant Extracellular Vesicles and Their Role in Plant-Microbe Interactions
	Presenter: Suchismita Ghosh


	Submission 521
	Expression of herbivore specific Kunitz Trypsin Inhibitors is gated by the circadian clock in cowpea
	Presenter: Natalia Guayazan Palacios


	Submission 524
	Shaping the Rhizosphere: Plants can distinguish two closely-related strains of commensal and pathogenic Pseudomonas fluorescens.
	Presenter: David Thoms


	Submission 527
	Copy number diversity and transcriptomic variation of Arabidopsis thaliana genes involved in defense responses are highly correlated
	Presenter: Agnieszka Zmienko


	Submission 529
	Rhizosphere Pseudomonas fluorescens protect Arabidopsis thaliana from an opportunistic pathogen through a colonization-dependent mechanism.
	Presenter: Sarzana Hossain



	Poster Group E:  Cell Biology
	Submission 91
	Exploring phosphate distribution in the Arabidopsis root reveals a developmental control of uptake, assimilation and sequestration
	Presenter: Abira Sahu


	Submission 97
	Cellular quality control: multi-omics approaches to elucidate mechanisms controlling pexophagy and cellular responses to dysregulated pexophagy
	Presenter: DurreShahwar Muhammad


	Submission 98
	Cellular quality control: multi-omics approaches to elucidate mechanisms controlling pexophagy and cellular responses to dysregulated pexophagy
	Presenter: DurreShahwar Muhammad


	Submission 101
	Regulation of plasmodesmata at specific cell-cell interfaces in Arabidopsis
	Presenter: Zhongpeng Li


	Submission 105
	Death by transcription: using RNA-seq for studying the regulation of plant programmed cell death
	Presenter: Rory Burke


	Submission 112
	A matter of life or death: using proteomics to elucidate mitochondrial regulation of plant programmed cell death
	Presenter: Johanna Schwarze


	Submission 123
	Auxin-Regulated SNARE SYP132 Expression and PM H+-ATPase Traffic Underpins Root Gravitropism to The Environment
	Presenter: Lingfeng Xia


	Submission 166
	Comparative Genomics Studies Unreveal the Molecular Mechanism of Mitochondrial Restorer-Of-Fertility-Like Proteins in Brassicaceae Family
	Presenter: Sang Dang Huynh


	Submission 193
	Texture feature extraction analysis from microscopic images reveals the involvement of ER body membrane proteins MEB1 and MEB2 in ER body morphology and movement
	Presenter: Arpan Kumar Basak


	Submission 226
	The Transcription Factor ATML1 Induces Leaf Endoplasmic Reticulum Bodies
	Presenter: Alwine Wilkens


	Submission 230
	Essential role of the plant DNA polymerase theta for replicative stress response and DNA Damage Response under abiotic stress
	Presenter: Maherun Nisa


	Submission 238
	Establishment of ER polarity and continuity during plant cytokinesis.
	Presenter: Ziqiang Patrick LI


	Submission 262
	Understanding the response of leaf development to salt treatment in halophyte Arabidopsis relative Schrenkiella parvula
	Presenter: Prava Adhikari Pantha


	Submission 264
	Inhibition of protein translation is required for meiotic exit and transition to pollen development in Arabidopsis
	Presenter: Albert Cairo


	Submission 317
	Cellulose Deficiency Results in Aberrant Expression of Genes Required for Monolignol Synthesis
	Presenter: Leonard Pysh


	Submission 370
	BdPOX determines stomatal size for water-use efficient gas exchange in Brachypodium distachyon
	Presenter: Tiago Daniel Gomes Nunes


	Submission 391
	Trafficking SNARE SYP132 is involved in stomatal defenses by regulating the plasma membrane H+-ATPases
	Presenter: Guillermo Baena


	Submission 403
	Regulation of expression of the Arabidopsis nonsense-mediated mRNA decay (NMD) factor UPF3
	Presenter: Orit Shaul


	Submission 449
	Is MOR1 the target of the microtubule-disrupting herbicide Propyzamide?
	Presenter: Aida Rakei


	Submission 458
	An affinity-tagged version of the cob-1 point mutant phenocopies the high sucrose phenotype: a key step to understanding how COBRA works
	Presenter: Donglei Li


	Submission 482
	Understanding phloem loading mechanisms through single-cell transcriptomics
	Presenter: Ji-Yun Kim


	Submission 491
	Uncovering the role of the circadian clock in mediating inter-tissue crosstalk in the Arabidopsis leaf
	Presenter: Kathleen Markham


	Submission 497
	PIP1 aquaporins are post-translationally repressed in absence of PIP2 in Arabidopsis thaliana
	Presenter: Komal Jhala


	Submission 499
	Investigation of PCH1 in promoting liquid-liquid phase separation of photoreceptor photobodies in Arabidopsis
	Presenter: Sarah Pardi


	Submission 514
	Arabidopsis RPS24A and RPS24B are partially redundant and participate in 18S rRNA maturation, as their human ortholog
	Presenter: Adrián Cabezas-Fuster


	Submission 522
	The CAX-INTERACTING PROTEIN4 essential gene may play a role in Arabidopsis RNA metabolism
	Presenter: Uri Aceituno-Valenzuela


	Submission 536
	Differential complex formation as a means to generate target specificity of closely-related transcription factors in stomatal development
	Presenter: Andrea Mair



	Poster Group F:  Development or Developmental Mechanisms
	Submission 46
	The lncRNA APOLO interacts with the transcription factor WRKY42 to trigger root hair cell expansion in response to cold
	Presenter: Jose Estevez


	Submission 53
	DELLA-mediated growth inhibition is a defence strategy
	Presenter: Antonio Serrano-Mislata


	Submission 67
	mRNA decapping machinery targets LBD/ASL transcripts and regulate developmental changes in Arabidopsis
	Presenter: Zhangli Zuo


	Submission 72
	Cell Cycle Progression is Essential for Cell Fate Transition During de novo Root Regeneration in Arabidopsis
	Presenter: Xuan Pan


	Submission 85
	Seedling developmental defects upon blocking CINNAMATE‐4‐HYDROXYLASE are caused by perturbations in auxin transport
	Presenter: Ilias El Houari


	Submission 89
	Function analysis of a NAC membrane-bound transcription factor NTL5
	Presenter: Cuizhu Zhao


	Submission 115
	The CIN-TCP transcription factors irreversibly commit the leaf pavement cells to differentiate via both auxin-dependent and independent pathways
	Presenter: Monalisha Rath


	Submission 121
	The interplay between division, growth, and mechanical stress in shoot organs epidermis.
	Presenter: Leo Serra


	Submission 131
	B-box protein BBXct integrates light and brassinosteroid signals to inhibit cotyledon opening
	Presenter: Nevedha Ravindran


	Submission 136
	Novel stress-activated regulators of shoot regeneration in Arabidopsis
	Presenter: Duncan Coleman


	Submission 145
	Cooperative roles of AT-HOOK MOTIF NUCLEAR LOCALIZED PROTEINs in the xylem development of the Arabidopsis root
	Presenter: Minji Seo


	Submission 147
	Molecular mechanism of vascular regeneration in growing aerial organs of plants
	Presenter: Dhanya Radhakrishnan


	Submission 158
	The role of SIAMESE and SIAMESE RELATED1 in regulating the root meristem in Arabidopsis thaliana
	Presenter: Martha Schwall


	Submission 161
	The function of CAC metabolites in root development
	Presenter: Tao Zhang


	Submission 167
	Developmental reprogramming during Plasmodiophora brassicae infection
	Presenter: Robert Malinowski


	Submission 171
	High ambient temperature control of leaf size involves coordinated functions of PIF4 and TCP4 to regulate cell proliferation.
	Presenter: Kumud Saini


	Submission 185
	Establishing a System for High-Throughput Screening of Factors Affecting Meiosis
	Presenter: Tanner M. Cook


	Submission 195
	The UPR Regulator IRE1 Maintains Balanced Root Growth by Limiting TOR-Dependent Cellular Differentiation in Arabidopsis
	Presenter: Evan Angelos


	Submission 220
	Plants monitor natural temperature fluctuations to judge seasonal progression
	Presenter: Yusheng Zhao


	Submission 224
	PIP2;1 and PIP2;8 loss-of-function mutants differentially reduce the size of lateral root primordia at the early development stage
	Presenter: Thayssa Rabelo Schley


	Submission 229
	Systemic effects of ABA on stomatal development in Arabidopsis
	Presenter: Hanna Hõrak


	Submission 248
	Nuclear control of plastid transcription during chloroplast biogenesis: PAPs and beyond.
	Presenter: Robert Blanvillain


	Submission 250
	AINTEGUMENTA and AINTEGUMENTA-LIKE6 directly regulate floral homeotic and growth genes in young Arabidopsis flowers
	Presenter: Beth Krizek


	Submission 263
	Pre-patterning the epidermis: embryonic stomatal development lays the foundation for post-embryonic patterning.
	Presenter: Margot Smit


	Submission 269
	CLAVATA Signaling via CLE Peptides Ensures Robust Reproductive Development Across Thermal Environments
	Presenter: Amala John


	Submission 322
	Molecular Mechanism of Developmental Robustness in Arabidopsis Sepals
	Presenter: Shuyao Kong


	Submission 327
	The Role of the Transcription Factor LBD40 in Arabidopsis Embryogenesis
	Presenter: Sanjay Joshi


	Submission 336
	SERRATE controls the development of the Arabidopsis root meristem regulating auxin and cytokinin activity.
	Presenter: Federico Vinciarelli


	Submission 337
	A PLETHORA/ARABIDOPSIS RESPONSE REGULATOR FEEDBACK LOOP PATTERNS THE ARABIDOPSIS ROOT MERISTEM.
	Presenter: Margaryta Shtin


	Submission 338
	A PHABULOSA/Cytokinin circuit controls root cortical patterning variability
	Presenter: Daria Scintu


	Submission 341
	The ASIL genes may regulate root growth in Arabidopsis
	Presenter: Pablo Jenik


	Submission 346
	Role of HEXOKINASE1 signalling in the sugar control of shoot branching
	Presenter: Francois Barbier


	Submission 349
	Characterizing key regulators of miRNAs involved in root development
	Presenter: Lifang Zhang


	Submission 367
	Roles of STM and ATH1 in Arabidopsis gynoecium development
	Presenter: Anita Shrestha


	Submission 371
	Molecular mechanisms governing the function of plasmodesmata-localized HIPP proteins
	Presenter: Alicja Gorska


	Submission 373
	Pollen-essential gene PIRL9 is expressed in leaf and root vascular tissues and ectopic expression impairs sporophyte development and lateral root initiation
	Presenter: Daniel M Vernon


	Submission 374
	A PHABULOSA-controlled genetic pathway regulates Ground Tissue patterning in the Arabidopsis root
	Presenter: Gaia Bertolotti


	Submission 396
	Identification of the role of methyl glucuronic acid of arabinogalactan proteins during Arabidopsis sexual reproduction
	Presenter: Jessy Silva


	Submission 405
	Identification of two independent cis-acting elements required for the guard cell-specific expression of SCAP1, which is essential for late stomatal development
	Presenter: Kosuke Moriwaki


	Submission 406
	WHIRLY Functions in Growth and Development
	Presenter: Rachel Taylor


	Submission 407
	Arabinoaglactan Proteins in plant reproduction: sweet dreams are made of this
	Presenter: Diana Moreira


	Submission 410
	Time to Stop: Photo-thermal Regulation of the End of Flowering
	Presenter: Pablo González-Suárez


	Submission 411
	Who’s got the moves like JAGGER? Searching for AGPs interactors and its functions
	Presenter: Ana Marta Pereira


	Submission 414
	Transcriptomic analysis of genes involved in the signaling pathway that controls the developmental transition of photosynthesis from C3 to C4 in Halimocnemis mollissima
	Presenter: Mahdis Zolfaghar


	Submission 435
	Let it go – Disclosing the STK-network involved in seed dehiscence
	Presenter: Maria João Ferreira


	Submission 436
	Too hot to handle: How to escape?
	Presenter: Avilash Singh Yadav


	Submission 437
	Looking for specialized ribosomes in plants. Characterization of the riboprotein families L10 and L24.
	Presenter: JA Duarte-Conde


	Submission 438
	The role of the JAGGER GPI-anchor in Arabidopsis thaliana pistil function
	Presenter: Raquel Figueiredo


	Submission 441
	Transcriptional feedback in growth and defense by PIF4, BZR1, HY5 and MYC2
	Presenter: sander van der krol


	Submission 442
	Opposite polarity programs regulate asymmetric subsidiary cell division in grasses
	Presenter: Dan Zhang


	Submission 453
	Identification and characterization of an F-box gene that links the circadian clock to plant growth
	Presenter: Harper Lowrey


	Submission 456
	Opposing roles of TCP family transcription factors contribute to precise regulation of the plant circadian clock
	Presenter: Nicholas Deason


	Submission 459
	Female germline development in Arabidopsis is regulated by cell-type specific polysaccharide deposits
	Presenter: Sara Pinto


	Submission 465
	Identification and Characterization of a Novel Mutant Defective in radial patterning of roots
	Presenter: Yoon-Sun Hur


	Submission 466
	An Arabidopsis short ORF, SORFC03, is involved in the regulation of nitrogen-dependent lateral root development
	Presenter: Kazuhiro Ito


	Submission 470
	APETALA2 couples changes in shoot apical meristem morphology with the progression of the floral transition
	Presenter: Enric Bertran Garcia de Olalla


	Submission 473
	Deciphering how the long non-coding RNA ASCO modulates alternative splicing.
	Presenter: Agathe Laforest


	Submission 480
	PINOID acts cell autonomously to influence the polarity of the auxin efflux carrier PIN-FORMED1 in the outer cell layer of the Arabidopsis shoot apex
	Presenter: Abdul Kareem


	Submission 481
	Investigating the role of ROS and microtubules in spatiotemporal averaging during sepal development
	Presenter: Isabella Burda


	Submission 484
	Cell type-specific TRAPseq to understand lateral root formation in Arabidopsis.
	Presenter: Martha Thellmann


	Submission 485
	Investigating the guard cell autonomous role of BdMUTE in the grass stomatal lineage
	Presenter: Roxane P. Spiegelhalder


	Submission 487
	The case of the leafy cotyledon 1-2 (lec1-2) allele.
	Presenter: Souad Mroue


	Submission 504
	A role for the Arabidopsis KEULE gene in postembryonic development
	Presenter: Alejandro Ruiz-Bayón


	Submission 505
	Arabidopsis RH35, a putative DEAD-box RNA helicase, is a nuclear factor that participates in leaf and flower development
	Presenter: Raquel Sarmiento-Mañús


	Submission 506
	Arabidopsis ABCE2 links translation and auxin homeostasis
	Presenter: Carla Navarro-Quiles


	Submission 515
	Identification of missplicing suppressor alleles of Arabidopsis PRP8 that increase splicing fidelity by reducing the use of novel splice sites
	Presenter: Rosa Micol-Ponce


	Submission 520
	Mapping-by-sequencing of novel Arabidopsis DENTICULATA genes
	Presenter: Àngela Ortega-Menaches


	Submission 546
	Cytosolic glutamine synthetase (GS) in Arabidopsis seed development
	Presenter: Emanuel Moreira



	Poster Group G:  Education, Outreach, Community Building or Support
	Submission 61
	Measured Growth: Considering the benefits of reporting results via micropublications for science and particularly undergraduate researchers
	Presenter: Amy Hark


	Submission 183
	Reporter Lines as Tools to “See” Transcription
	Presenter: Leonard Pysh



	Poster Group H:  Evolution, Ecology, or Population Biology
	Submission 117
	Mutation bias reflecting natural selection in Arabidopsis thaliana
	Presenter: Grey Monroe


	Submission 216
	Natural selection on traits and trait plasticity in Arabidopsis thaliana varies across competitive environments
	Presenter: Kattia Palacio-Lopez


	Submission 257
	Structural variation in the GSL‐AOP locus contributes to spatio‐temporal variation in defense chemistry in Arabidopsis
	Presenter: Konrad Weber


	Submission 302
	Stomata-driven Climate-Change Adaptation Through Space and Time
	Presenter: Patricia Lang


	Submission 309
	Gene regulatory networks for optimal carbon capture in diverse soybean genotypes.
	Presenter: Ying Sun


	Submission 323
	Evolution of the SPX gene family in land plants
	Presenter: Mahnaz Nezamivandchegini


	Submission 446
	Addressing the causes of large-magnitude intra-population variation of cadmium and zinc concentrations in leaves of Arabidopsis halleri
	Presenter: Filip Pošćić



	Poster Group I:  Epigenetics, Chromatin, and small RNAs
	Submission 65
	Arabidopsis MORC proteins function in the establishment of RNA directed DNA methylation
	Presenter: Yan Xue


	Submission 81
	Low light intensity delays vegetative phase change
	Presenter: Mingli Xu


	Submission 87
	Parental DNA methylation states predict methylome remodeling and phenotypic heterosis in Arabidopsis
	Presenter: Ioanna Kakoulidou


	Submission 127
	Characterization of novel regulators of DNA methylation during reproduction in Arabidopsis thaliana.
	Presenter: Louis Tirot


	Submission 172
	Parallel contributions of H3K4me1 and FLD to tandem Transcription Interference
	Presenter: Karina Chalenko


	Submission 173
	Lysine 27 of histone H3 is a fine modulator of gene expression and developmental fates in Arabidopsis
	Presenter: Kateryna Fal


	Submission 219
	The meiotic cohesin subunit SYN3 suppresses wound responses in Arabidopsis
	Presenter: Vinzenz Handrick


	Submission 240
	Prediction and experimental validation of gene repression by the act of transcription
	Presenter: Katerina Adamusova


	Submission 254
	Arabidopsis ARGONAUTE3 function upon induction by the bacterial virulence factor SyringolinA
	Presenter: Pauline E Jullien


	Submission 275
	Investigation of small RNA movement within Arabidopsis ovules
	Presenter: Jens Alexander Schröder


	Submission 277
	PLANT ELONGATOR – PROTEIN COMPLEX EPIGENETICALLY REGULATING PHOTOMORPHOGENESIS
	Presenter: Magdalena Jarosz


	Submission 312
	Master Transcription Factors at Work. New Insights into MYCs and PIFs.
	Presenter: Mark Zander


	Submission 356
	Understanding the relationship between cell potency and chromatin organization
	Presenter: Courtney Willett


	Submission 368
	Initiation of epigenetic silencing - how does the cell know what to silence?
	Presenter: Saima Shahid


	Submission 394
	Elucidating the Mechanism of Methyl CpG Binding Domain-containing protein 9 (MBD9) Mediated H2A.Z Deposition
	Presenter: Ellen Krall


	Submission 395
	The role of histone acetylation in the epigenetic regulation of somatic embryogenesis-related genes in Arabidopsis
	Presenter: Joanna Morończyk


	Submission 510
	The transcriptomic profiles of icu11 cp2 double mutants confirm the close relationship of ICU11 and CP2 with the PRC2
	Presenter: Riad Nadi


	Submission 517
	ICU11 and CP2 are redundant epigenetic factors required for PRC2-mediated repression
	Presenter: Lucía Juan-Vicente


	Submission 519
	The epitranscriptomic role of human NKAP seems to be conserved in its Arabidopsis MAS2 ortholog
	Presenter: Sara Fontcuberta-Cervera



	Poster Group J:  Hormones/Hormone Biology
	Submission 51
	The makings of a gradient: spatiotemporal distribution of gibberellin in Arabidopsis roots
	Presenter: Annalisa Rizza


	Submission 66
	NACs and MYBs specify ARF7 expression patterns in the root apical meristem through binding sites in the first intron.
	Presenter: Jingyi Han


	Submission 94
	Exploring the molecular mechanism of the initial response to ethylene in Arabidopsis thaliana
	Presenter: David Allen Bullock


	Submission 108
	Elevated Temperature Suppresses Salicylic Acid-Mediated Immunity through the CBP60g Transcriptional Module
	Presenter: Christian Danve M. Castroverde


	Submission 133
	The novel phytochrome interacting protein AAB6 is a repressor in the light-ABA/GA signaling module that regulates seed germination in Arabidopsis
	Presenter: Zenglin Li


	Submission 152
	A reverse genetics approach to discover novel regulators of cytokinin biosynthesis and signaling in the shoot apical meristem of Arabidopsis thaliana
	Presenter: Sonal Yadav


	Submission 163
	Predicting two auxin-signaling networks for maternally promoting seed dormancy in Arabidopsis
	Presenter: Ming Yang


	Submission 170
	Unusual mechanisms for plasma membrane H+-ATPase traffic mediated by plasma membrane SNARE SYP132 influence plant growth and stomatal defences.
	Presenter: Rucha Anil Karnik


	Submission 197
	Forgotten Activity of N-conjugated Cytokinins
	Presenter: Aaron Rashotte


	Submission 260
	Regulation of plant growth by exogenous application of a non-native reductant
	Presenter: Jithesh Vijayan


	Submission 274
	Proteasome-associated ubiquitin ligase relays target plant hormone-specific transcriptional activators
	Presenter: Zhishuo Wang


	Submission 279
	Uncovering auxin unknowns from Arabidopsis to Zymurgy with a new ratiometric auxin biosensor in yeast
	Presenter: Clay Wright


	Submission 310
	Arabidopsis ACINUS is O-glycosylated and regulates transcription and alternative splicing of regulators of reproductive transitions
	Presenter: Yang Bi


	Submission 350
	Towards resolving the contribution of the IAOx pathway to auxin biosynthesis in Arabidopsis thaliana
	Presenter: Mario Fenech Torres


	Submission 366
	Transcriptional Regulation of the Expression of the Jasmonate Receptor CORONATINE INSENSITIVE 1 in Arabidopsis
	Presenter: Clara Williams


	Submission 443
	Identification of Regulators Affecting the Ethylene and Auxin Response by Inferring Gene Regulatory Network in Arabidopsis
	Presenter: Hao Chen


	Submission 457
	Investigating brassinosteroid and cytokinin crosstalk in the root transition zone of Arabidopsis thaliana
	Presenter: Breanne Bali


	Submission 475
	Identification of novel transcriptional regulators of local auxin biosynthesis during embryo and fruit morphogenesis in Arabidopsis thaliana
	Presenter: Andrea Simeunovic


	Submission 516
	Cytokinins regulate leaf margin development
	Presenter: Sergio Navarro Cartagena



	Poster Group K:  New Research Tools, Technology or Resources
	Submission 96
	A gene-editing/complementation strategy for tissue-specific lignin reduction while preserving biomass yield
	Presenter: Hasi Yu


	Submission 361
	Comparing the efficiency of six tissue clearing methods on advanced developing seeds of Arabidopsis
	Presenter: Helene S Robert


	Submission 444
	Development of CRISPR-based synthetic genetic circuits to precisely manipulate gene expression
	Presenter: Chengsong Zhao


	Submission 451
	Exp-Plant Catalog opens the top of toolbox for plant research
	Presenter: Masatomo Kobayashi


	Submission 511
	Easymap v.2: user-friendly gene mapping through NGS-based approaches
	Presenter: Samuel Daniel Lup



	Poster Group L:  Signal Transduction
	Submission 56
	Plant actin remodeling via mechanosensor phase-separation on the cell surface
	Presenter: Yansong Miao


	Submission 130
	Diverse nitrogen signals activate convergent ROP2-TOR signaling in Arabidopsis
	Presenter: Yanlin Liu


	Submission 148
	A gain-of-function allele of CRK10 reveals roles for this receptor-like kinase in xylem vessel development and defence to pathogens in Arabidopsis thaliana
	Presenter: Maiara Piovesana


	Submission 200
	Diverse ubiquitin chain topologies regulate plant immune signalling
	Presenter: Beatriz Orosa


	Submission 203
	The Plasminogen-Apple-Nematode (PAN) domain is a key negative regulator of Jasmonic Acid and Ethylene-mediated defense responses in plants
	Presenter: Kuntal De


	Submission 221
	Salicylic acid induces transcriptome reprogramming by dynamic ubiquitination and chromatin remodelling.
	Presenter: Michael J Skelly


	Submission 289
	Control of cell cycle and formative divisions by an extracellular CLE peptide
	Presenter: Andrew Willoughby


	Submission 315
	Pollen-pistil interaction: the roles of FERONIA and related receptor kinases from pollen germination to sperm release
	Presenter: Alice Cheung


	Submission 388
	TSN is a docking platform for stress granule components and is essential for SnRK1 activation
	Presenter: Emilio Gutiérrez-Beltran


	Submission 416
	The role of the alternative splice variant of MEDIATOR25 in Arabidopsis.
	Presenter: Mara Meisenburg


	Submission 483
	Integration of low temperature and circadian signals by a higher plant sigma factor
	Presenter: Paige Panter


	Submission 498
	THESEUS1 modulates mechanical characteristic of plant cell walls and coordinates cell wall integrity and hyperosmotic stress responses
	Presenter: Laura Bacete


	Submission 526
	The Role of the AZI1 Gene Family in Systemic Defense Signaling
	Presenter: DeQuantarius Speed



	Poster Group M:  Systems, Synthetic, and Computational Biology
	Submission 47
	Exchange of molecular and cellular information: a hybrid model that integrates stem cell divisions and key regulatory interactions
	Presenter: Lisa Van den Broeck


	Submission 86
	Automated data-driven annotation of complex transcriptomes
	Presenter: Maxim Ivanov


	Submission 90
	Mathematical modeling of the Arabidopsis cell cycle and shift to endoreplication
	Presenter: Renee Dale


	Submission 140
	Decoding development of lateral roots using recombinase-based logic circuits.
	Presenter: Sarah Guiziou


	Submission 141
	Tuning integrase switching thresholds to enable tracking of gene expression.
	Presenter: Jonah C. Chu


	Submission 253
	Functional regression clustering for gene expression in Arabidopsis halleri
	Presenter: Susana Conde


	Submission 313
	Prediction of Deleterious Nonsynonymous SNPs of Arabidopsis ACD11 Gene by Combining Computational Algorithms, Molecular Docking and Molecular Dynamics Simulation
	Presenter: Mahmudul Hasan Rifat


	Submission 447
	Leveraging synthetic promoters to control gene expression
	Presenter: Anna Yaschenko


	Submission 450
	MOR1 homologue search reveals embryophyte-specific putative microtubule-binding motifs
	Presenter: Chak Chung Kuo


	Submission 495
	Arabidopsis Functional Comparative Analyses with Gramene
	Presenter: Marcela K. Tello-Ruiz


	Submission 531
	Using auxins to probe the evolution of ligand specificity
	Presenter: Román Ramos Báez



	Poster Group N:  Other
	Submission 92
	Characterization of Arabidopsis thaliana glutamate receptor ion channels by applying FRET approaches
	Presenter: Ruphi Naz


	Submission 282
	Specificity of MYB interactions relies on motifs in ordered and disordered contexts
	Presenter: Meike Buorw


	Submission 285
	Influence of Striga Infestation On Microbial Communities Colonizing Sorghum Roots
	Presenter: Adrian Garcia


	Submission 471
	Improved resistance to pathogens through the induced release of damage-associated molecular patterns
	Presenter: Laura Guerrisi


	Submission 474
	Oligogalacturonides in Immunity and Development
	Presenter: Giovanna Gramegna



	Author Index



